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^5 the viewpoint of gene expression based on the data obtained by genome-wide and comprehensive analysis on gene expression in 
2E breast cancer. Expression of human genes is comprehensively analyzed by using a DNA microarray and gene expression functions 
in various breast cancer conditions are compared, thereby establishing a system of estimating the postoperative prognosis for breast 
*0 cancer. 
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m m m 

z u-->^&, ^r/fLS©^^©^^^ hewn. 

10 ffSI 

15 mvWm, K»U >A°gp (axillary node) ©M#, V^3;M11^/^:b £>-f 

£ Ol&af^ifeKl^bTfifttt**** (J Clin Oncology (2001) 19, 3817-1827.>Breast 
Cancer (2001) 8,298-304.) . ERilW^jfoTV^It^ ft^&fc^b 

#1fe$>^ iiH^-^ (J Natl Cancer Inst (1991) 83, 154-155., J Natl Cancer Inst 
(2000) 93, 979-989.) . 

u >^»te^©^vi«,ajs# (nodemmim no) o^tfett, jg^&ffi 

JWKl43*tSJ;t>W:&V>. L*>U B^Mc&l^T, *^§HJ!^e»«s node&teft&S 
25 J&#©16*#*W©#a^5¥&ftfcS&t"SZ: t^ffiLTt^ (Clin Cancer 
Res (2000) 6,3193-3198.) . 

?Lf®a#©t5^mWJ«> §S?IfflTt57^aA>h (adjuvant) 
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% |J3££ % fcBb, ^gfro ^tefcSJffUB * *> & T Z. £ ifim± W<B t ft: £ . 

5 OfftetlT^fc^ ftjEKJ&^Tfci&^oJfc (Cancer (1982) 50, 2131-2138., 
Histopathology (1991) 19, 403-410., Int JCancer (1996) 69, 135-141., Am J Clin 
Oncol (1997) 20,546-551., Eur J Cancer (2002) 38, 1329-1334., Jpn JCancerRes 
(2000) 91,293-300.) □ 

5£d£, %m (D m>mmm <d - % - 1 w t* © &s © sst s tfe^ b £ 

10 5tlfct)0^*S.' ^n&oat^^^S^fipSS^^S (Breast Cancer Res 
Treat (2001) 69, 65-68.) , < OfrO^Mfc^T?©^ O^ft©^* (Int J 
Clin Oncol (2001) 6, 6-12.) , BRCA2«fc^ (Int J Cancer (2002) 198, 879-882.) , 
WTl«fe^ (Clin Cancer Res (2002) 8,1167-1171) , HER2/neumfc J ? (Arch Surg 
(2000) 135,1469-1474.) , RttKi^JlGr? (J Pathol (1999) 187, 207-216.) GDH 

<h & # 3. £ t , & ^ ^«'J t. fem V* ^Tc V i . 

2 



WO 2005/080570 



PCT/JP2004/012455 



tfc©-fe;V±fcDNA-&/$£fTofct>GD (USP 5445934) , i'i^H^t IE® 

2000-78998-^) , -JJilzmfetZ 7 U ?2>7t#>te. 7 2 U )V7 
5 5 Ff0yjHl7°O-7^l€bfc7^^n71/^ (USP5770721 , # H 
2000-60554^-) ^, ^©iW^Sntt^o 

D7K feftJ^tlTl^ (#112000-270878-^, #lfl2000-270879-^) = 

^^m^^fCh(DUr^ (Proc Natl Acad Sci U SA (1999) 96, 
9212-9217., Nature (2000) 406, 747-752., Proc Natl Acad Sci U S A (2001) 
15 98,11462-11467., Cancer Res (2001) 61, 5979-5984., Cancer Res (2000) 60, 
2232-2238., Cancer Res (2001) 61, 5168-5178., Proc Natl Acad Sci U S A (2001) 98, 
10869-10874.) „ -^©W^ttT, U >A°gSOte^l^ttB^O#^©^D 7 J 
^PBte^ y \O5tffH&©0V^1PS^WJ"r ; g> E tS^t. (N Engl J Med 
(2002) 347, 1999-2009.) . 

20 

25 *BWU, t Mfif CDi^fgI*D N A7-f ^ D7 K' t «k 0 t» 

TOW,'] ~>X^ A L fee 

T&t>%, «PJlte, i^T© (1) ~ (8) Off) T&£ 0 
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bfc¥L?sS^^e©jl^^ (5y-D^;V--7°) £t^a±«i (disease-free) 
2) #flp#fcU >A°i5^CD$s^^^^o^ (nodeliH4) (nO) ?Li)g£*5^T, 

pro-alpha- 1 type 3 collagen (PIIIP), 
complement component Cli\ 
dihydropyrimidinase-like 3 (DPYSL3), 
protein tyrosine kinase 9-like (PTK9L), 
carboxypeptidase E (CPE), 
alpha- tubulin, 
beta-tubulin, 

heat shock protein HSP 90-alpha gene, 
malate dehydrogenase % 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)° 

pro-alpha-l type 3 collagen (PIIIP), 
complement component Or, 
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dihydropyrimidinase-like 3 (DPYSL3)^ 
protein tyrosine kinase 9-like (PTK9L)> 
carboxypeptidase E (CPE^ 
alpha-tubulim 
5 beta-tubulkio 

(4) K»tta«©««^«^ 

heat shock protein HSP 90-alpha gene> 
malate dehydrogenase > 
10 NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 

(5) ^ffimiZV '>/*B^<DlR&iflfeft'ott (nodelSH4) (nO) a«fc*V^T, 

tm^ mm t m #t s t <d mm ^ t> n an § ate^p ; 

AF058701/ DNA polymerase zeta catalytic subunit (REV3) , 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1), 
15 xl5940/ ribosomal protein L31^ 

Hs.94653/ neurochondrin(KIAA0607), 
Ml 3436/ ovarian beta-A-inhibin. 

Hs.5002/ copper chaperone for superoxide dismutase; CCS> 
D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3> 
20 M80469/ MHC class I HLA-J gene, 

Hs.4864/ ESTs> 
Hs. 106326/ ESTsc 

(6) ^mm\zV >/^»^0fiW!i^& (nodeiH4) (nO) SJSki:fcV>T, 

25 AF058701/ DNA polymerase zeta catalytic subunit (REV3) ^ 

AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1)^ 
xl5940/ ribosomal protein L31.o 

(7) ^ffimzV >/t*M06^*^fc (nodel^tt) (nO) MKl&^T, 
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Hs.94653/ neurochondrin(KIAA0607), 
Ml 3436/ ovarian beta-A-inhibin, 

Hs.5002/ copper chaperone for superoxide dismutase; CCS> 
5 D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3, 

M80469/ MHC class I HLA-J gene, 
Hs.4864/ ESTs, 
Hs. 106326/ ESTso 

(8) bu^>u^y°?-m^(D$miz£>^x, mm^^mizm^rz 

10 JKTofiB^Jck t> StttiSttfef ; 

Hs. 108504/ FLJ20113/ ubiquitin-specific protease otubain 1 
Hs. 146550/ MYH9/ myosin, heavy polypeptide 9, non-muscle 
Hs . 1 9469 1 / RAI3 / retinoic acid induced 3 
Hs.1975/ TDRD3/ tudor domain containing 3 
15 Hs. 203952/ TRRAP/ transformation/transcription domain-associated 

protein 

Hs. 278607/ GSA7/ ubiquitin activating enzyme El-like protein 

Hs.429/ ATP5G3/ 

ATP synthase, H+ transporting, mitochondrialFOcomplex, subunitc 
20 (subunit9) isoform3 

Hs. 75305/ AIP/ aryl hydrocarbon receptor interacting protein 

Hs.81170/ PIM1/ pim-1 oncogene 

Hs.99987/ ERCC2/ 

excision repaircross-complementingrodentrepairdeficiency, 
25 complementationgroup2 

Y12781/ Transducin (beta) like 1 protein 

Hs. 104417/ KIAA1205 protein 

cl.21783/ Hypothetical protein 
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Hs. 112628/ Hypothetical protein: MGC43581 
Hs.170345/ Hypothetical protein FLJ13710 
Hs. 53996/ weakly similar to zinc finger protein 135 
Hs. 55422/ Hypothetical protein 
5 Hs. 112718/ EST 

Hs. 115880/ EST 
Hs.126495/ EST 

tsbtt&mK, ±m (i) ~ (s) (D\,^tifr<Dm.teTX.T$/jLitttiibm. 
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Sift 5y-S^/V-^°^i:t;-<T5y-D^Vv— ^°T^?a^_h#b^jt^^p (A) 

iM^ufcit^n (b) £^-r^*-?fc5„ 

CO #W*t* & tb 5 o 

0 7(4, 5Stt&tc::i3V^ii&3§3H-5 7Jt^co^*PCR^^^m§r^-r^ 

15 M : ~^ — j3 — *7 (Marker ladder) 

S1-S10 : ^W*5^JiO|W^^#UfcA^©*ffe^tftSU^m»-Cfc«o 
D1-D10 : ^||J«5¥E*ftl!:M$-e5Et: UfcA#Sr*ffcK:tft3Eb*:^— ^-efcSo 
BmSi^^^teStudent'st-T^ h-CffMBUfc ; piKaso.05£*T©*i£\ *fttrl&fc: 

20 g]8{±, 5D^/V-^-eie^ia-r?)3jtt^^(75^^SPCRO^^m^^i-^* 

|9ft fffc^fi^/c20^-^co^^m^ (PI) ^f@L^*tfe5o 5¥ 

25 KJ^^-^-efcS (p =0.0002) 
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(Dm.i^^mm.mm ^cdna^-t ^n7H t^ijtTi> cicioii^nfet)© 

1) XX h D^r>Hz^ 0 ^-Pi'l4©?Lffi^43V^T> ^4#^t£5^l*If;r?Et: L 
TcfL-M^S©:*^ (5y-Vtf)l—7°) £Wt*Z&s±mm (disease-free) 

10 

2) ^flptfcU >/\°!5^©3»#%/^ofc (node^tt) (nO) ?L-ISK:£;^T> ^ 

syr § £ i # tc v - # — mfc^wt o 

^^I^O^L^^lfm^^^^J^F^-^T^mfH^^. Random-permutation^ X K 
Mann- Whitney 5^ X h £J1 ViTcDNA^-f ^ U 7 (Of— $> £Mfif5 ^ t\Z 

^fiPCR»<h£|l^:b1±TIWr^ ^ItfcJ: ^l/^H^^TiD^ 
tL-D 7 7° O — 9- £ m^-t o 

ffi'&^'& Mil \Z Z> Mfc^ £ iWJ ^ b fc „ 

pro-alpha- 1 type 3 collagen (PIIIP), 
complement component Clr, 

9 
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dihydropyrimidinase-like 3 (DPYSL3), 
protein tyrosine kinase 9-like (PTK9L)^ 
carboxypeptidase E (CPE)^ 
alpha- tubulin > 
5 beta-tubulku 

heat shock protein HSP 90-alpha gene> 
malate dehydrogenase 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 



15 *£2f&£n c t?&5H££«i*'r5. 

^n^)o WAH heat shock protein HSP 90-alpha \$. #< <0^^— * tf 0">t^O 
>T&D> JK<fflIB©J&S*(fi:Jii'£> *JI&'I4;^&£ (Neckers,L.(2002)Trends Mol 
Med 8, S55-61.) , malate dehydrogenase te, £? 5 X^Jl/ 

20 \zm&*tZ>A^feWm~e& D . malatedehydrogenase©^'|4«M¥±*ffliai®^ 

JBt3© n 7 — # — fCMiSt"^ (Ross, C.D.,et al. (2000) Otolaryngol HeadNeck Surg 122, 
195-200.) o NADH dehydrogenase(ubiquinone) 1 beta subcomplex,3(NDUFB3)te 
5 h3>H'J7©SffeMtILT^0^ SL«iWija* , T?*«MDA-MB-231fc* 
V^TNDUFB3^^ti , M^CD^fe#:^^^il^Tfe§ (Xie,D.,etal.(2002) Int J 

25 Oncol 21, 499-507.) 0 

±bb © mm&zLmnm&T&^m \z m^t % loate^tt^a© & (ss 

->0 t^fftCDJB^P (SY^;!/-^) £T?S&5fi§gi£^L* 10jt^©-5^7 

jte^tt^©^^^ (5s^;i/-y) Tiftseia-rsate^T?**- 
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pro-alpha- 1 type 3 collagen (PIIIP), 
complement component Clr\ 
5 dihydropyrimidinase-like 3 (DPYSL3), 

protein tyrosine kinase 9-like (PTK9L), 
carboxypeptidase E (CPE)> 
alpha-tubulin, 
beta-tubulin<= 

10 

±lBO^14^^(D#T^mWJfcW#T^10a^©^t»3mW«^m© 

15 heat shock protein HSP 90-alpha gene, 

malate dehydrogenase , 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 

20 m\zm^z>z\ t^T?#^> ; 

mm it ^i(Pi) = (%mmm\z&\irz±tt<D^&.<D&\,m^T%ftMirz7fcte?<DiE 

25 $iJKlM-^£l0m^£l^bfco 

(node|5ttt) (nO) ?LS^*3^T, ^^^'J^M-^-r^^lB^J^ £ M&ft 

11 
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AF058701/ DNA polymerase zeta catalytic subunit (REV3) , 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1)> 
xl5940/ ribosomal protein L31., 
Hs.94653/ neurochondrin(KIAA0607), 
5 M13436/ ovarian beta-A-inhibin, 

Hs.5002/ copper chaperone for superoxide dismutase; CCS% 
D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3> 
M80469/ MHC class I HLA-J gene, 
Hs.4864/ ESTs, 
10 Hs.106326/ ESTs= 

— h P ^-T >MfSWMH^^*§ (AxelH, et al. (2003) Int. J. Cancer, 103: 
15 370-379.) o mfc&&mmfr? 3*fc^^£*l3o 

±SB©nodel^ttM©«^^«'JfCM-%--r§103t^«^©^V^ (5Y-F 

if;i/-^) ii^&om^m (5Y-R^;v-y) tTS^s^issu, io3te^© 

AF058701/ DNA polymerase zeta catalytic subunit (REV3) , 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1)> 
xl5940/ ribosomal protein L31o 

25 ±m(Dnodemi^%m(Dm^^mizm-^'t^iomi^ : f-(D e> ■zim&^z^m. 

(Dgk^ffi (5Y-F^;i/-7°) Ti«^?iT^3tfe^T$»^)o -Ttzt)-t>, ^mm<D — -D 
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Hs.94653/ neurochondrin(KIAA0607), 
M13436/ ovarian beta- A-inhibku 

Hs.5002/ copper chaperone for superoxide dismutase; CCS, 

D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3> 

M80469/ MHC class I HLA-J gene, 

Hs.4864/ ESTs, 

Hs. 106326/ ESTso 

nodel^tt^JS©^^X3T(PS)^^T©J:-5fc^^L, %&<Dffi&^ 

^H£X n 7 (PS) = & 3 -hlB © ^ft CD % V> S¥ Tift SBSTT % 3 Jte^ 

Hs. 108504/ FLJ20113/ ubiquitin-specific protease otubain 1 
Hs. 146550/ MYH9/ myosin, heavy polypeptide 9, non-muscle 
Hs. 194691/ RAI3/ retinoic acid induced 3 
Hs.1975/ TDRD3/ tudor domain containing 3 

Hs. 203952/ TRRAP/ transformation/transcription domain-associated 
protein 

Hs. 278607/ GSA7/ ubiquitin activating enzyme El-like protein 
Hs.429/ ATP5G3/ ATPsynthase, H+transporting, 
mitochondrialFOcomplex, subunitc(subunit 9) isoform 3 
Hs. 75305/ AIP/ aryl hydrocarbon receptor interacting protein 
Hs.81170/ PIM1/ pirn- 1 oncogene 
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Hs.99987/ ERCC2/ 

excisionrepaircross-complementingrodentrepairdeficiency,complementationgro 
up2 

Y12781/ Transducin (beta) like 1 protein 

Hs.104417/ KIAA1205 protein 

cl.21783/ Hypothetical protein 

Hs. 1 12628/ Hypothetical protein: MGC43581 

Hs. 170345/ Hypothetical protein FLJ13710 

Hs. 53996/ weakly similar to zinc finger protein 135 

Hs. 55422/ Hypothetical protein 

Hs.112718/ EST 

Hs. 115880/ EST 

Hs.126495/ ESTo 

>/x Hf^&»9, miLU^hj(DWnm^^(Dmmz\-tmm^ 

(Oesterreich,S., etal.(1996) Clin Cancer Res, 2, 1199-1206.) = TRRAP 
m&Mtem$LmH.ATm^fa<D-yr7*3--V hT&tK TRRAPGD7 >f t>7,RNA 

±m <d x x h n ff > v iz -m&^mvffi'&^WL^m M#ts 2oiie^ 
^tt^^v^ (5y-D^;i/-7°) TiS^ii-r^o -r^^^, *^§bj©— ^©#> 

(1) ±IB©x^ hDy>l/ir^^-^?L^©^^WJ^II#t-^20jl{g 
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(2) (i) ©jftfl^^oftte^fc^TfTV^ ^m&wtm&M±t£ >e> 

Sfe©tt3fctfflVi*21t*«T?*a. *r #fi&g»3<£>— ^©liH fuW3«fc^ 
7l^MA«> ^tHAtti Probe Quest (&®i$8U «fc D IfttN"* 

tgirs^o Tf3it)t>. *mw(D— -cxDnmte, Mm<DmfcT&^—%—\zT%m, 

ViTtt, liufB^tfFrM 6 - 7 ^?lffl1"5 0 *r^t>"6, *^§BJCD— V 
•-f ^7D7K ^IllV-f ^U7KT^§ MIB^Hf^ 

25 M^PSS£n§ fecDTte&l^o 
HWO 1 
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1995-1997^ iz^m^^nr^mmm^^mm^mi^zsmm'r^iEmim^ e> 

0W§«bfe. 5fi»tt5S^^fcSMSSn, -80° CTft#snfc, 954A©M 

w^ftic^tb^xx h utf>u±7*—m&m l m<D&mioA (s y -D) , r 

^5¥^-h©W^^#bfeB#10A (5y-S) 3&^6tt»*a^. pf*©ft#^;P 
T-i^-frfc (SI) o 
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°a1: invasive oaoillotubular carcinoma. a2: invasive solid-tubular carcinoma. b5: souamous cell carcinoma. 
°TTD.:^WmzWt:tt£-?:W3f'3Wm<} to death after surgery)^) 



16 



WO 2005/080570 



PCT/JP2004/012455 



mtfimW. (Clinicopathological) rt? * — 

: mmm, mmm^zsmm asm , u>/iasw# 

10 (lymph node involvement) , ]^^XX hD^r>Vt7^- (ER) i^D ^7, 

U>l/±7?— (PgR) «£TNM#Sg£ a*(D%m<¥£: (1989) ©11 

f^^HfC o T, ^ CO & -Y 7° # ® b /c ; noninvasivetubular (la) , invasive 
papillotubular (al) > invasive solid- tubular (a2) , invasivescirrhouscarcinoma (a3) , 

&mtii©#s'j&^:7 o (b) o ftM\tm*mzwR&mmm<D$Lm : m.mfrMtm 

15 bT&£ 0 t mTU, »#WTNM^itfoT^©^^ y^^-^b^c ; flbfcrf 
Mcm^TWii (tl) , &J*X«lfejffi^©iM©ftv^ «^CTf*^^2 c mJ^ 

±<Dmm (t2) , fcm&%wtmffi^(Dmm<Dfcz>%(D (t3) „ 

(cDNAV-T i?n7W CD^lM > ti^) 
20 UniGene 5 s — ^ ^ — *J&> £>jgiR bfc25,344© cDNAstl^D, " ^VA7^F 

cdna v-r^nrw "^^nbfec stcDNAs«t^0t h ggw^ £> n 

poly(A)+RNA £ ^ V> RT-PCR T? $ tl 0 PCR M $J & , ArraySpotter 
Generation III (Amersham Biosciences) ^■fsS^T $ -f y'KDX'y -f H • ^f^T, 
(AmershamBiosciences UK Limited, Buckinghamshire, UK) ^ y h b )fco 
25 ^MHH 384®A^7^^r— t!>^*e : ?*'&tr. 

(RNAOWRR^iB) 

BJ*JK#*£8Mfcit"fe ^-80 < CT^51^^bfeoRNA^,TRIzol(lnvitrogen Inc., 
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Carlsbad, CA, USA) ^otitUb^S fcRNeasykits (Quiagen Inc., Valencia, 

¥)i±Tn§s.&W}*r2>z.£\z&r)&m\sfto smsrna«> 1.8-2.0© rn.ytm.it 

(260nm/280nm) *M7 5 F^;Vm^MJi^28S/18S U ^ V'- VJl/ 

5 A>H5^1.8£il±©JtS(8*^r*r*lJ->y;Ui:bT3e*bfc. in- >y bcDDNasel 
(EpicentreTechnologies, Madison, Wl) (limit/ Ml) Tjffllt, tHI8l§C$r£l, 
T^MM^6RNA©2;Ug£ffl^TT7RNA^U ^ ^ — tf «fc*RNAilMI&fT o fco 
%W&&2Mff V*, RNeasykits (Quiagen Inc., Valencia, CA) ~C, ififrM^ tlfcRNA 
(aRNA) &mULt£o #aRNAO«*^^SEW-fc«t £)8M£U -^©n D H K£* 
10 M75 HWH^ftl: i D f 1 y ^ Ifc. 

(aRNA©tS^, /WT/U^-fif-: >Rtf;***->£0 

^ 07 Ix-r^Hf©cDNA^, aRNA^^iil/fc, M&l/IE1t?!Jilia£tS 
CO aRNA (5~10Mg) ^, aminoallyl-cDNA labelingkits (Ambion, Austin, 
15 TX) £^Cy5 (Bum) £Cy3 (JE^Um) T«HSbfCo Cy3-£Cy5-*lllcDNA 

y'u-y^m^V, 95°ci:5mumvrcm. 30#^R-e^^L, ^^nywi: 

/WT/U^-f if— >^itfec ^$n^7°P-7^, microarrayhybridization 
solution version 2 (Amersham Biosciences UK Limited, Buckinghamshire, UK) 
&50%WM&<D^)U&7 5. F (Sigma- AldrichCorp. , St.Louis, MO, USA)fcSstJP 

20 bfco 150#Ph14O°CTCD7W 7/ U if— ~>3 >CD^^, 7i'^D7L / -1'77-f H 
S^0^1xSSC^0.2%SDS^ £ T, 10#Pffl55°C 7;#g^ b, ^V^T2IU 
0.1xSSC/0.2%SDST#l^P B 1^iaT^fe#bfCo 3>TCD#Liite, AutomatedSlide 
Processor System (Amersham) "Cff-ofCo 45- A --f 7/U ^-f if— i^a >CDS/^^-;i/ 
(j&Jg^, GenePix4000A (Axonlnstruments, Inc., Foster City, CA, USA) T7 

25 ^r^->^b, GenePix3.0(AxonInstruments)T^^M7 l fi^^<j; Dl¥{ffib^ 0 X 
^^>$tl^:v^±;V^, J^T<Z)3ti^fEt!o©7^ (thetotal gene normalization 
method) TTAEM'ih b (Yang YH, Dudoit S, Luu P, et al. (2002)Nucleic Acids Res 
30,el5; Manos EJ, Jones DA.(2001) Cancer Res 61: 433-438) o 
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#/W yj y^C if— v' 3 >©~>^±JH£S£> Gene Pix Pro 3.0 (Axon 
Instruments, Inc., Foster City, CA, USA) \Z «k DiJ^Tffftbfeo 5ffitn> 

£lttbfco A^^^r-h°>^«^C0^i^'ft;$nfeLog (Cy5 : Cy3 

Jt>$5) «1fn-rSofCc 27i@©A^^^- tf>^mfe^«, Webit-T h 
http://www.nhgri.nih.gov/DIR/LCG/ARRAY/expn.html ©/\ CX+-h°> ^V\° 

10 ^-yfB^3.0fclS^UfCo ^LT, Cy3<hCy5CO->^^-;i/5^S^\ #y b ^ 7 {« £ 
(Mann- Whitney fXb) 

5y-D 1 5y-SJB5K Iffl 9! S K:S& 5 5831 * L ^31^ S 86 , 
15 Mann- Whitney hS, — ^©l^yOVX^igJE Lfc 0 Xte, ^jtfc^&U^tj- 
>7°;KDCy5/Cy3->^^-;V?iJ^J:b^Tfe?. (OnoK, Tanaka T, Tsunoda T, et al. 
(2000) Cancer Res 2000; 60: 5007-5011) . U{ft£, M^V— 7°<D'PU < £ %5^> 

20 5y-D^;i/— ^°^^T^5y-S^;V— y^ff^bTV^©T\23J: Di£ViUfii«,5y-D 
7° it ^5y-S 7° \Z 43 TifiS SBSTT Z>%(D£: M b&.bfrb&tfe, 

77ct Dlfc^fcUH&JS^aMg'F'tt, 5y-S^;i/-y^j:b^5y-D^;l/--7°fc43^TiS 
SSatSfcCiffflilbfc. ^©»2p^J:§i:, 183it{5^5y-S^;i/-7 0 Ti«^^ 
bT^3D, 3ljte^^5y-S^;i/-7°-ri^^JibTV^Co l^ot, 2-D<Dif)V— 
25 ^KT0^ra^31flt^2f&^±©^S*^t*3t^ J ?©*S (/zXD/MXS < 0.5 
> 2.0, uXTDt iiXSff^n^n5y-V&Z>^te5y-Sif)\/~-7°<D¥-i%X 
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(Random-permutation :rX h) 
$ C iZ Mann- Whitney h \Z £ o T MIR $n7c llOjtfS? ©fffifil £f¥ffiT £ 
5 7c&fc, permutation^ X h^frofc, IT^JH ^Bi-lljif* Mi^<D pJ 
Ps, fe^fe^bfeo fg?I^^-v (g) = (XL X2, 

X20) (xi«*iu©it>y;ni^43^§ i mB<Dv>yjv(Dmm^mu^jv^: 
^ir) umft^, mmmmMn?—>\$c= ( c i, c2 , — C 2o) (i#@©i^- 

>y°)V&SJLU-Dtf)V—7lzm-rZ>fr\Z£ Dci= + lX«0<h73:§) T^|i$tl§o 
10 Ififi ^;i/-yM^PgcK©iaM«, Pgc 
= (m s -Md) / (<5 S +<5 D ) ; m s (md) t<5 s ((5 D ) te\ fr^^tt^tl 

permutation^ X h c (D JMU XtlWkTL Z> Z. b. \Z V ft ~o fc 0 -§T^T <D 
15 permutationPfOTfiltlffi, Pgc^ff^bfec Z\tl 6 © ^ M tell 0000 HHCfc 7c D g£ D 
jgbffofec {B#5fc, 2^©^;i/-y^^t-^3t^<DnJfgtt^^-rpfit^, H 
JR$nfcll0jteT©a-^^-3ViTfffffi$nfeo MWil, 5y-D^- X-e^H^ 
•TSS7l3te j ? : t> 5y-S^r- XT?{S^Jg-r^>15»^^MS'Jbfeo 

20 ( ¥ ^S(Semi-quantitative)RT-PCR) 

RNA (2y g) DNase I (Epicentre Technologies, Madison, WI, USA) 
T^OiJi Reverscript Ilreversetranscriptase (fP^M^d*), 0*) 
rf (dT) 12-18^^-T V-^oTficDNA«?5tfe. ficDNAs^, 
> b U— ;i/<h LTGAPD (glyceraldehyde-3-phosphatedehydrogenase) © 
25 ^Jg^^-^U >^T^^i:^ c kO^CDPCR^il'S©^^^^JSi^S^f : f ofeo # 
PCRteL Gene Amp PCR'>X T" A9700 (AppliedBiosystems, Foster City, CA> 
USA) £fflVilxPCRAy 7 T— 30M 1 £AT©^JJ5^#Tff o ; 

94*C5£\ 
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(94 < C30=6!>> 60°C30#, R^72°C30^) &25-351M t> )V a 
RT-PCR^{£ -ot^^-l V — IB^J ^OT-e & § : 

GAPD (control) forward, 5'-GGA AGGTGA AGG TCG GAG T-3' 

SB^i#^"2 reverse, 5'-TGG GTG GAA TCA TAT TGGAA-3'; 

5 IB^I#-^3 Hs. 108504F, 5'-ACA CTT CAT CTG CTCCCT CAT AG-3'; 

@B^!l#-^4 Hs.l08504R, 5'CTG CCT AGA CCT GAGGAC TGT AG-3'; 

lB^!)#-^5 HS.146550F, 5'ACT GAG GCC TTT TGGTAG TCG-3'; 

IB?!l#-5t6 HS.146550R, 5'TCT CTT TAT TGT GATGCT CAG TGG-3'; 

IH^J#-^7 HS.76607F, 5 'AAA TCC TTC TCG TGT GTTGAC TG-3'; 

10 @H^iJ#-^8 HS.76607R, 5'CAG TCA TGA GGG CTA AAAACT GA-3'; 

Se?U#-S§-9 HS.1975F, 5'GAA GAC AAC AAG TTT TAC CGG G-3'; 

1B^'J#-^10 Hs.l975R, 5'ATG GTT TTA TTG ACG GCAGAA G-3'; 

@E^']#^1 1 Hs.203952F, 5 'AGG ACA CGT CCT CTCCTC TCT C-3'; 

@B^!I#-^12 Hs.203952R, 5'TAA AGC TAG CGA AGGAAC GTA CA-3'; 
15 @B^J#-*§13 Hs.278607F, 5'TCC CTT CTG TTT CCT CAG TGT T-3'; 

gB^J#"*tl4 HS.278607R, 5'CCT GCC CCG ATA AAA ATA TCT AC -3'; 

gB^!l#-5f 15 Hs.429F, 5'TTG ACC TTA AGC CTC TTTTCC TC-3'; 

IB?IJ#-^16 Hs.429R, 5 'ATA ACG TAC ATT CCC AT GAC A CC-3'; 

@B^J#-*§17 Hs.75305F, 5'ACT TTC AAG ATG GGACCA AGG-3'; 
20 @3^IJ#-^18 Hs.75305R, 5 'ATA TAC ACA GAA GCATGA CGC AG-3'; 

I3^J#-^19 Hs.81170F, 5'TTG CTG GAC TCT GAAATA TCC C-3'; 

@2^ij^^-20 Hs.81170R, 5'TTC CCC TGT ACA GTATTT CAC TCA-3'; 

@3?0#-^21 HS.99987F, 5'CTG AGC AAT CTG CTCTAT CCT CT-3'; 

@3^iJ#-^22 Hs.99987R, 5 'GTT CCA GAT TCG TGAGAA TGA CT-3'; 
25 IS?iJ#-5#23 Y12781F, 5'ACC AGT AAC AAC TGT GGGATG G-3'; 

|B£"J#-5§24 Y12781R, 5'CAA ATG AGC TAC AAC ACACAA GG-3'; 

IB^JII-^25 HS.104417F, 5'CCC CCT CCA CCT TGT AC A TAA T-3'; 

@B?'J#^26 Hs.l04417R, 5 'GTT TTC GTT TGG CTGGTT GTG-3'; 
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C1.21783F, 5'GTC TGA GAT TTT ACTGCA CCG-3'; 
cl.21783R, 5 'GGA TGG AGC TGG AGGATA TTA-3'; 
HS.112628F, 5 'ATT GCT AAG GAT AAGTGC TGC TC-3'; 
Hs.ll2628R, 5'TGT CAG TAT AGA AGCCTG TGG GT-3'; 
Hs.l70345F, 5'TTC TTA GGC CAT CCCTTT TCT AC-3'; 
HS.170345R, 5'GCA TCT GAA TGT CTTTCT CCC TA-3'; 
HS.53996F, 5'CCA TAG GAT CTT GACTCC AAC AG-3'; 
HS.53996R, 5'ACT GGG AGT GGA GGAAAT TAG AG-3'; 
Hs.55422F, 5'CTA ATG TAA GCT CCATTG GGA TG-3'; 
Hs.55422R, 5'CAA ACT GCA AAC TAGCTC CCT AA-3'; 
Hs.ll2718F, 5 'AAG ACT AAG AGG GAA AAT GTG GG-3'; 
Hs.ll2718R, 5 'AGG TAA CCC AAA GTG ACA AAC CT-3'; 
HS.115880F, 5 'TTA AGT GAG TCT CCT TGG CTG AG-3'; 
Hs.ll5880R, 5'AGG GCC CCT ATA TCC AAT ACC TA-3'; 
Hs.l26495F, 5 'GAT CTT TCA AGA TGAGCC AAG GT-3'; 
HS.126495R, 5 'AGT CAT TCA GAA GCC ATT GAG AC-3' 

(RT-PCRSfe©y^t^Wte^^tx n y mm) 

20 ^T^tBbfCo ^l/^Spot Density fe^'ri?? )VmBMMz/^^& (Alphalmager 
3300 ; Alpha Innotech, SanLeandro, CA, USA) TX^t>tfco 6-^>F©2 
&7tMM&mmV. ^(Dm^&IDV (IntegratedDensityValue) t^Lfctf^iz 

jis^moAfc^-mM^nfro &tf)is-7iz&tfz>iDv<Dmm<Dmmi%* student's 

t-^X hTMbfco ^(DWi^k. t-^7s hT0.05^T©plil£^Lfc20jte^£#ii 
25 *££bTitl£Rb7c (^2) ;-tt£fo%. m^ZOmi^^mMU^Mt, 5y-D^)V 

&m,fcf-\$, &^>y°)V(Dm%v^)Vftno^>y°)v<b^m%v^)v& dus^ 
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MB^J#-^34 
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-arte, SkVi^fifeo^jStffflfibfc. ffi^ 8^^T©«^«, fft-bv^Sfc^s 



Hs./Acoesion No. 



Hs.1 03504 


FLJ201 13: ubiquitin-specific protease otubain 1 


Hs.1 46550 


MYH9: myosin, heavy polypeptide 9, non-muscle 


Hs. 134681 


RAI3: retinoic add induced 3 


Hs.1S75 


TDRD3:tudor domain containing 3 


Hs .203952 


TR RAP : transfer mati onrtranscri pti on domain-associated protein 


Hs .278607 


G3A7: ubiquitin activating enzyme E1-like protein 


Hs.429 


ATP5G3: ATP synthase, H+ transporting, mitochondrial F0 complex, subunit c (subunit 9) isoform 3 


Hs .75305 


AIP: aryt hydrocarbon receptor interacting protein 


Hs.81170 


PIM1: pim-1 oncogene 


Hs .99887 


ERCC2: excision repair cross-complementing rodent repair deficiency, complementation group 2 


Y 12781 


Transducin (beta) li ke 1 protein 


Hs. 104417 


KIAA1205 protein 


cl .21783 


Hypothetical protein 


Hs. 112628 


Hypothetical protein: MGC43581 


Hs.170345 


Hypothetical protein FL J 13710 


Hs.539SG 


v^eakl y si mi lar to z\ no f i nger protei n 1 35 


Hs. 55422 


Hypothetical protein 


Hs.1 12718 


EST 


Hs.1 15880 


EST 


Hs. 126495 


EST 



10 

(***) 

- y°m -vmfcz SBSi ^^tlfef * mMir z> fc & fc: , ^ n x W © £ , 

1 5 Mann- Whitney^ Xhi Random-permutation^ X ^O^lfl/fe. 

^0D|§m, 5y-D«-»^*3ViT^7ljl^ (10 EST >A°^7 H£ n - H b 

bT,15«fe^(3EST^^^)^MLTfS^ii©^;l/-y}C^IS$nfe-(iI l)o 
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^tfc := f-&i%$$ ; matrix metalloproteinase 2 (MMP2) , heatshock protein 27 (HSPB 
1 •. Pim-loncogene (PIM1) ~Bl t^transformation/transcriptiondomain-associated 
protein (TRRAP)o 

5y-D^;i/— 7 HLA-C (major histocompatibility 

5 complex, class I, QX^SWfe^^-if^ae-T^tr. DNAlI, >- 

?-f^n7K® 5r- & <£> fit $H 44 s i« ^ % tc & \z , s y -D *f)v— y°-v m 

ZlOAfc^ZMZS ( Hs. 108504 ^ Hs. 146550 . Hs.l9469K Hs.1975, Hs.203952^ 
10 Hs.278607, Hs.429 , Hs. 75305 > Hs.81170 > Hs. 99987 > Y12781, Hs.104417^ 
cl.21783, Hs.112628 , Hs.170345, Hs. 53996 , Hs. 55422 , Hs.112718, Hs. 115880 
WHs.126495 ) , ¥^«RT-PCR \Z£ o TMilf5^©%lg U^Jb&m^fco 

(i) w\'<.tcmM(D / Pte< £h6o%~ctiy b*y uui<£vft\,*i/tfj-)i>mm& 

20 (2) I Md~ /is I ^1.0£HTTSS, £ £ T ££ d (Ms) tt, 5y-D (5y-S) ©^r — 

5g^«fBte<fcD 5y-D^;i/-^i 5y-S^;i/-^°i:^KSUi-§^a:^-Tr^ 
fcT-^-ifif^l^JltSfcfel: Mann- Whitney 7=- X b t 
Random-permutation^ X b £fT ofeo im^^DTW®^^, 
25 RT-PCR^fc«fc DHBU&. Student'st-^X b fcl«k 0 , 20jtfc^£^f£v-;?j — 
^UTilgiJLfc (*2) . 
*%i®^3 7 (PS) fcJ:D, 20A©ilL#£, ^^St^ffilJSnsiOA 

(ps*«im±) t., ^A0t^m^n^>iQA cpsmimm) \z^nr^ a 
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3 A) c 

^Mcfl^^yj >mfA§«^, jiJjp5j£MicoviTsa^fe (0 3 

5 B ) o S«'>7fAH 2^r-X (PS > 11 ; ItTD-L MTD-2) T^^^ 
3^r-X (PS<11 ; JH#TD-3, TS-1, ^ftS^SI bfcc 

T 80 % © lEtttt T * o & o 

10 il^J 2 

(M+f->y;v) 

^fgbfcnodeM: (no) «CDJ£# (5Y-R) 12A, S*^±Of H 1ii4#bfc 

15 i§># (5y-f) i2A^eo«aifc^^T, 3te^as?B*4ftWbfc. 

ODJKB, Stfililll^^T-l^tfc (13) . ^n-r-/:/©^^^! 
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(*«»lT-^) 







im 






fl (mm) 


T 


TNM yim 
N 


M 




1—1-%/ v / \ 

ERw-> 


PsR(+/-> D.F.I° 


R-1 


55 


Post 


a2 


Rt. 


25 


2 


1a 


0 


II 


+ 


_ 


12m 


R~2 


50 


Pre. 


a3 


Lt 


25 


2 


1a 


0 


II 


+ 


+ 


16m 


R-3 


42 


Pre. 


a2 


Rt 


25 


2 


0 


0 


II 


+ 


+ 


49 m 


R-4 


39 


Pre. 


a3 


Rt 


35 


2 


0 


0 


II 




_ 


20m 


R-5 


38 


Pre. 


a2 


Lt 


30 


2 


0 


0 


II 


+ 


+ 


52m 


R-6 


61 


Post 


a3 


Lt 


34 


2 


0 


0 


II 


- 


_ 


14m 


R-7 


54 


Post 


b3 


Lt 


30 


2 


0 


0 


II 


- 


- 


24m 


R-8 


37 


Pre. 


a2 


Rt. 


23 


2 


0 


0 


II 


- 




25 m 


R-9 


54 


Post 


a3 


Lt 


25 


2 


1a 


0 


II 






47 m 


R-10 


83 


Post 


a2 


Rt. 


28 


2 


1a 


0 


II 


+ 


+ 


38m 


R-1 1 


62 


Post 


a2 


Lt. 


23 


2 


0 


0 


II 




+ 


40m 


R-1 2 


50 


Post 


a3 


Lt. 


35 


2 


0 


0 


II 






25m 


F-1 


48 


Pre. 


a2 


Lt. 


18 


2 


0 


0 


II 


+ 




8Y 


F-2 


62 


Post 


a2 


Rt. 


25 


2 


0 


0 


II 


+ 




8Y 


F-3 


57 


Post 


a1 


Rt 


20 


1 


0 


0 


I 


+ 


+ 


7Y10m 


F-4 


61 


Post 


a2 


Lt 


30 


2 


1a 


0 


II 






7Y2m 


F-5 


42 


Pre. 


a1 


Lt 


12 


1 


1a 


0 


I 




+ 


7Y11m 


F-6 


51 


Pre. 


a2 


Rt 


28 


2 


1a 


0 


II 






7Y10m 


F-7 


59 


Post. 


a2 


Rt 


40 


3 


0 


0 


II 






7Y5m 


F-8 


57 


Post* 


a2 


Rt 


45 


3 


1b 


0 


II 






7Y5m 


F-9 


42 


Pre. 


a1 


Lt 


48 


2 


1a 


0 


II 




+ 


7Y3m 


F-10 


58 


Post 


a2 


Lt. 


13 


2 


0 


0 


II 






7Y3m 


F-11 


50 


Post 


a2 


Lt 


25 


2 


0 


0 


II 


+ 


+ 


7Y8m 


F-1 2 


55 


Post. 


a1 


Rt. 


35 


2 


0 


0 


II 




+ 


7Y5m 



a : al : invasive papillotubular carcinoma ^ a2 : invasivesolid-tubularcarcinorc^ 
a3 : invasive schirrhous carcinoma 

c : D.F.I : Mb & ^fflffl (disease free interval) 



VH&fiimm (Clinicopathological) — ^) 

Elastonand Ellis (Abrams JS. Breast Cancer2001; 8: 298-304.) <DjjfelZ£. X) fFflfi V 
SS^-oX(«n^iilftt§l^> RRtttMbfe) o mmmm (Fatinvasion) 



26 



WO 2005/080570 



PCT/JP2004/012455 



(cDNA^-f ^ □ x w (omm 

25,344© cDNAs£Wt*5, "^VA7^f H cDNA V -f ^ O 7 \"( 3r y h 
(Amersham Biosciences UK Limited^ Buckinghamshire , UK) "^'(SlfflbTco PCR 
5 j£M&t3<, ArraySpotter Generation III (Amersham Biosciences) ^r-GEVi, ^-f7°7 
^7^X7-f H (AmershamBiosciences) _h 7 bbfeo 

(RNA©iH$Sii^iliS) 

10 

iffii 1 -rlBizEbfc^^ilWIfil^aRNA^^^U >2\ M^iJ^f-yg 
15 (Mann- Whitney 5^7 h) 

unm >f)i- y°m -emu s ass ^^ttfc^ * h jrr * «> £ , jem^ 

— jS©XfcM£nfcMann- Whitney ht«fct)^«fbfc. C 
CTXfi, #3te ; ?t ; &lttWfc^ViT©Cy5/Cy3sigiiallftMEJt7?**. 2OC0^;i/ 

-^wt, mm&mz&\,*T2mj&±<tomm&7&-$rm.B¥%m/ui£o 3.o^to> 

mt* #Xffi #3t^T ^ V^T5Y-R^;V- 7° § 5Y-F iou— ^ 
^TfHSL&ODTN 37<fc DteViUffiS^Jte^tt, 5Y-R^;i/-7°iCi:b^T5Y-F 
25 >?)]/— zTV, SSIRSIBfSiJWWfbfc (»— *5=-^U— ) o — l07J:D^:#ViU 
fjt^jtOitfeTO^ 5Y-F^;i/-7°ic:i:b^T5Y-R^-7°T> !«5§gIT5 tWBr $ 

n& cm— ^^^fu— ) o 

^-^J^rfU-T785ie^, m-^^^U-T55»e^^IwI^b 
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fe 0 2-D<Dtf)i— y°m<D^m^mm.(D2{^^k±:(D^m^^L.r^(D(D^ 

^^mMM^t^m^tc (mX r /mX f <0.5&&Vite>2.0, 21eT^X R t/iX F 
5 *fe643te : ?5&«5Y-Fjfi*Tia U^W&jSU 34jte^ 5Y -RjM^W 

(Random-permutation rX h) 

Mann- Whitney fT, h TitfcftlfciHS^cDfffifi S 7c *6 fc, permutation 

•r-xh^fTt^ tisT&mtR-ztifcmfci L (DSf)}s~-7 o Mm (p s ) ^©^m^^ 

10 £<t£?NffiL£: 0 &%Lfc=?W, fgifl^^-v (g) = (XI, X2, ~~, X24) (Xi 

ni.t^, mmitvrcmm^^— >^c = ( c i, C 2 C 24 ) a+f->y;i/^ F 

15 = (AiF+ 1 ttR)/(sF+sR) ; /llF (uR) £ sF (sR) te, iiT^^^tt^ tl7c"F"Xte"R" 
^fccfe^T, #it>y;KD^jlf5^"g"©log 2 X©=fI2pM^^^-ro 
permutation^ b Ki, c OD^I^ XtlMX & £ £ £ J: o Tff :fonfc 0 "T^T© 
permutation© Kid, *@M{iI, Pgcs£ft^ b7c„ £ n £> ©^JUMte 10000 [U, HI D M 

VTfttotiTzo mmz, 2^(D^;v-x 0 ^^MT^it^©pIfg'l4^Bt^T^pfii 

(¥^*RT-PCR) 

RNA (5m g) DNasel (Epicentre Technologies, Madison, WI, USA) 
(lunit/Ml ) TMSfg, Reverscriptll reversetranscriptase (%uytMM(W), jzM. 
25 0*) ^0.5/ig/Mloligo (dT) ^-lS^-Y V — £^oT#$IcDNA<£3£i£^$i± 
feo ^£IcDNAs©#li$gt/£, ie5)^3>hD-;^UTGAPDH& : e-3 M J> 
^-T£ £ D, &©PCR^ifI©fc&fc#SRLfco £T©PCRte, GeneAmp 

PCR->7s^A9700 (Applied Biosystems, Foster City, CA, USA) lxPCR 
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94°C2^\ 

(94°C30#\ 58-62°C30#, ^^72^30^) &27-351M $ )W 
72^5^0 

G APDH CO RT-P CR <D (D 7° ^ V — ttKTT & § : 
IB^J#^f43 (forward) 5'-GAA AGG TGA AGG TCG GAG T-3' 
13^J#-^44 (reverse) 5'-TGG GTG GAA TCA TAT TGG AA -3' 



i4A 



Ac/HS 



Forward 



Reverse 



IB?JI8-^46 TATGCATTGAAACCTTACAGGGG 

IB?>l8-5*48 GGGTTCTGCATCTCGTTTATTAG 

SB^l 8*50 TTCTGGTACATGGTAAGTGCTCA 

SH^IS*52 GTTTGCTTTCTGGACCATGGATA 

SB£i]8-5*54 AACAGGCAGACGAGGTAGACAC 

SB£IJ 8-5*56 GTACATGGGCAGCAC AAATGTAT 

SB£lJ8-5*58 ATACCATGGGACAGGATTGTAAG 

SB?"] 8*5*60 CCAAAGACTGGGGTAGGTAAAAC 

IB£lJ8-5*62 GACTAGTGTGAAACAAGATGGGC 

IB£"l8-5*64 GTGCCTCAGCTTTCTGAGTAGC 

^£l]8-5*66 CTGGTAAACTGTCCAAAACAAGG 

8*5*68 GGATGAGCTCTGCTCCTTGAG 

SB£lj S^-70 CATGTTGTCTCAGTCCTCTATTGG 

SB£l]8*72 AATCAGATTTGTCGGTGCCTT 

SE^iJ 8-5*74 ACAACTAGCTCTCAGTTCAGGCA 

BB£1JS*76 AA GCAGC ACTGC ATAAACTGTTC 

SH^J S-^-78 CCACAAACAGGAAGCTATGTTCT 

SB£»I 8*80 CTACAGAAGGAATGATCTGGTGG 

SE^lj 8*5*82 CCTGTACTGAGCTCTCCAAAGAC 

IB£»1 8*^84 AGAATCATGCCTCCCCTTCT 

IB£l| 8*5*86 GGATCAAGAGTGTGTGTGTGTGT 

IB£l] 8-5*88 GATACCCATTGTGTACCCTCTCC 

SB-5U 8*5*90 GAGGTTCTAGCTAAGTGC AGGGT 

gB£l] 8*5*92 GGCAAAGAG CACATTTAGCAAT 

IBJi] 8*5*94 TTGTTTCCAGGCATTAAGTGTG . 

IB#J 8*5*96 GCCCTTAC AGGTGGAGTATCTTC 

IE£lJ 8*5*98 GGTTCACTTGTGACTGGTC ATCT 

IB£lJ8*§-100 TATCAAAAGAACACACAGGTGGC 

SB£l|8-5*102 AGTCTC GGGTGACTCAATATGAA 

IB5l)S*5*104 CTAGGCCCTTTTAGAAAACATGG 

B3#] 8*3-106 TGCTGTGTTGAGTAGGTTTCTGA 

SB£l)8*108 CTTGAAGTCAAGAGTCCTGGTGT 

SB^I] 8*5*1 1 0 CCCTTTAAGCCCACTTCCTC 

SB?lJS*112 GAGGAAGCTTTATTTGGGAAGAG 

BBffJ 8-5*1 1 4 C AGATTGrrrrGGGCTTCTCACT 



M90439 

AF047472 

Hs.118251 

D26125 

Hs.8619 

X16135 

Hs.9006 

M18963 

X07979 

AFO 18080 

Hs.58464 

S79867 

J02854 

Z35309 

Hs.83097 

Hs.79137 

Hs.4864 

Y00052 

Hs.5002 

U43519 

Hs.94653 

X51441 

Hs.1 08623 

Hs.5318 

Hs.69469 

AA777648 

Hs.106131 

X54079 

AI041182 

AA1 48265 

Hs.4943 

Hs.1 06326 

M13436 

X99920 

U22970 



E58W*f45 C CAGAC ATCCATGGTACCTATAA 

BB#]8*5*47 CTGTTAAAC AAAGC GAGGTTAAGG 

BB*'J8-5*49 GACACATAGCTCATAGGCACACA 

SB £l] 8*5*51 TCCGCCATATTGATTCTGCTTA 

SB£|J8*5*53 GATAACAACTGGACCACATCCC 

SB#J8*5*55 GAGAAGGATGGGTCCACCAGT 

KM 8*5*57 ATTTCATTGGTAGTATGGCCCAC 

BB#J8-5*59 GCTC AGAC C AGCTC ATACTTC AT 

BB#J 8*5*6 1 CTGGTGCTTTCTATCAC CTCTTC 

SB£l]8*5*63 CTTGAAC C C AGGAGTTTGAGAC 

IB$]J8-5*65 CTGGTGCTGACTATCCAGTTGA 

BB£IJ8*5*67 CTCTTACCTGGACAAGGTGCGT 

SB£lJ8*5*69 CAATGTTTGACCAGTCCCAGA 

WM 8***7 1 GGACAGCAGCTGGAGTACACA 

SB^J 8*5*73 GGCTCTGCACTAAGAACACAGAG 

EBM 8*5*7 5 TGGAGC AGTATGACAAGCTACAA 

SB^J 8-5*77 TAAGTACTTTCCTGTGGGTCGCT 

SB?ll 8*7 9 GTACTATTAGCCATGGTCAACCC 

gB£1] 8*81 ATCAGTACGGGGACCTTACAAAC 

IS£l| 8-5*83 TCCCTAGCTTCCTCTCCACA 

SB£1|8*5*85 ACCCCTCAAGTGTAAGGAACTG 

SB^J8*5*87 CAATGCCAGAGAGAATATCCAGA 

BB£U8-5*89 CCACTCCACATAAGGGGTTTAG 

BB^J8****91 CCATTGACATTGGAGTTAAGTATGC 

SB5»J8-5*93 GAAAGCCTATGTGAAAAGCTGGT 

SBJtJ8*5*95 GCATCTTAGTCCACACAGTTGGT 

5B?iJ 8-5*97 CTCATAGCCAGCATGACTTCTTT 

!B^lJ8-5*99 ACTTTTCTGAGCAGACGTCCAG 

SB5I|8*101 ACGTTATTCCCAGTTCCTAAACC 

53^18*103 AGTTGAAC C CAGGTACCTTTCTC 

1B^I8*5*105 TACTGGGAACGACTAAGGACTCA 

1B^J8-5*107 TGAGAGTCCTCAGAGGGTATCAG 

SBJ«J8*5*109 TTTCTGTTGGCAAGTTGCTG 

SB?'J8-^111 GATGAGAAGATGAAGAGCTTGGA 

IBffJ8*5*113 ACTTCCCTCTCTGCCTTTCTG 
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*4B 



Ac./HS 



Forward 



Reverse 

GGCAAGTTCTGCACAGATGA 



X75252 

AA989127 

Hs.1 28520 

HSMLN50 

AF058701 

AF043473 

Hs.26052 

Hs.77961 

Hs.26484 

U44798 

Hs.77961 

X64707 

Hs.6780 

Hs.1 53428 

AI066764 

cl.5994 

D67025 

x16064 

M80469 

E02628 

HUMTHYB4 

Hs.1 16922 

X15940 



6fi^J#^1 1 5 GTCTGGTCAGCT I I UCTTCC 
SB?lJS*117 CAGCTCAGTGCACCATGAAT 

CACGGACTCATGAATGTAGTGAA 
E5I]S*121 GGGACCAAACAGACCAAAGA 
BH5«JS*123 C GGAAAGGC ACTATTTC AC AAT 
IH^JS-^125 AAGCTCTTCAGCTGCGTCTC 
&5US*1 27 TCTGGAACCCTAAAAGTGTCGT 
SB5iJS*129 AGATACCTGGAGAACGGGAAG 
EB^JS*131 ATTAGGTTTCACCCAAAG 
1B^1S*133 CAGGGACTTGGTCACAGGTT 
SB£US*t35 GATTACATCGCCCTGAACGAG 
IB5JJ»^137 GTAAGATCCGCAGACGTAAGG 
gE?"]«*139 ACTGACCCCACTTCTTGTGG 
SB£»J»^141 TCAAAGTATTTAGCTGACTCGCC 
SB^J 43 GGGAACTTGAATTC GTATC CATC 
5B#] S*1 45 GATCATCTTTCCTGTTCCAGAG 
g2^ijg^147 GTACGACCAGGCTGAGAAGC 
SB?llS^149 TCAGCCACGATGAGATGTTC 
SB^'iS-^151 ACCTTAGGAGGGCAGTTGGT 
1B5«]S^153 GCATCCTACCACCAACTCGT 
IB^1S*155 ACAAACCCGATATGGCTGAG 
lS^JS^-157 TC GGAC C ATAATC C AAGTTACC 
SEff]S^158 TAACCCGAGAATACACCATCAAC 



SB?"J S*1 1 8 GTGGGACTGAGATGCAGGAT 
EE^iS^-120 GTGTAGTGGCACGATCATAGCTT 
BB5lJS**M22 CACCCCACAGAGCCTGTATT 
SB^S-^124 ACAGGCCCACAGGTTTGTAAC 
SB?1JS*126 CCTCCTCCTTTTCAGCTGTG 
PB^JS^-128 TCTTTCAACATCTCTCCACCCTA 
gE^l#^130 GGAAGTAAGAAG TTGC AGCTCAG 
IE?"JS^132 AGAC GAGACTTGTTTTCTC 
ffi^JS*134 TTCTTCTCCCTCCCCTTGAT 
1S5W^136 TCCATCAACCTCTCATAGCAAA 
SB^ia-^138 CTGAAGTCAGCCTCTGTAACCTC 
SS5'J 1 40 ACCCTTCCCTGTTGCTGTC 
IE^J^-^-142 TAGTCACTCCAGGTTTATGGAGG 
BE8IS*144 CTGAATCTCAAACCTGGAGAGTG 
U£|JS*H46 CTGGAAGGTTCTCAGGTCTTTA 
gB^JS*148 ATCTTC GGGGCTATCCAACT 
IBM S"^ 1 50 TGTGGATGACAAGCAGAAGC 
BB£lJ3r*152 AGGGGTCACACCTTGAACAG 
WiS-S-154 GC AGC ATC AC C AGACTTC AA 
i2^IJS^156 GCCAATGCTTGTGGAATGTA 

g5ffii3&-%-159 ATGQTTTTATTGACGGCAGAAG 



5 (RT-PCRB#I © >- ^r^sassut t ft^ 3 t © it HQ 

#jte? £-r%m%Lu^)i&n ztcmz. gapdh^ji %^to% 

mitm (ER) S^©5S;CJ;oTW-J|Cbfc ; 

jae^AcoER = 5®it>y;i/x©jtfH ; ?A©#^apcR(x^^'>AynT-r F3fe 

15 F©at£) ©16-bit ®< ^ > 3 7/IU- > ^I/X© tfe'f AO 

GAPDH CO 1 6-bit (O -f ^ — 5? > 3 T 
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node»tt?L«©«a©afi^a»«s#i«-rsfc», ^x^r (ps) 

2-D(D^f)]y—y°m(DmMlt(D^M^ ^Student's t-^X hTf¥«bfc 0 £T£)$eft 
Statview version 5.0 (SASInstitute, Cary> NC) kTcfcofco 

10 (^JH) 

(5Y-F) , R^^W©ftfc5¥©rtfcA03^SSSbfel2MOxiodeieEtt 
fL-lSiM (5Y-R) J^SOJMFfc^HT, 25,3440 k h Ife?-^ tl^cDNA 

cDNA T -f ^7 n T V -T © 5 s — ^ £ , Mann-Whitney T" X h <h 
Random-permutation 5=- XH:«fcD^*fb, 5 Y-R& D?5 Y-FM P*fi & S £ 
20 ^-rjtf^T^lHl^bfeo ^©7^ JI/^-T^58mf^^31tK> -^©5%21jt{5^ 
^5Y-RJBJ»T^*fc»<»mbfc.*bT37*e^^5Y-F«*Ti«V^SU^l/ 

5Y-R JB*fCj:b^T5Y-FfflSKTlS^S|T^)373ie^^«, 6^<£>ESTs £lO<D 
Ay^< JtJ&*&o & (3S 5 A, #^;i/-^P B lT-©fSigOD^S^"foldchange" 
25 ^UT^t) o 
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I5A 



Ac./HS 


mm 


fold change 




M90439 


molecular marker (EPC-1 ) gene 


2.324 


0.001 4 


AF047472 


spleen mitotic checkpoint BUB3 (BUB3) 


2.889 


0.0021 


Hs.1 1 8251 


ESTs 


2.1 21 


0.0031 


D261 25 


3 alpha-hydraxysteroid/dihydrodiol dehydrogenase DD4, partial cds 


2.084 


0.0038 


Hs.861 9 


SRY(sex determining region Y)-box 1 8 


3.375 


0.0041 


X1 61 35 


novel heterogeneous nuclear RNP protein, L prate in 


4.839 


0.0042 


Hs.9006 


VAMP<veslcle-asso elated membrane proteln)-asso ciated protein A,33kDa 


3.807 


0.0058 


M1 8903 


Islet of Langerhans regenerating prate in <reg) 


2.022 


0.0060 


X07979 


Integrin beta 1 subunit 


2.997 


0.0068 


AF01 8080 


PYRIN (MEFV) 


4.016 


0.0071 


Hs.58464 


ESTs 


5.415 


0.0079 


S79867 


type I keratin 1 6 [human, epidermal keratinocytes, mRNA Partial, 1 422 nt] 


2.254 


0.0090 


JD2854 


myosin light chain (MLC-2) 


2.668 


0.0090 


235309 


adenylate cyclase 8 < brain) 


2.264 


0.0094 


Hs.83097 


hypothetical protein FLJ22955 


4.979 


0.0096 


Hs.791 37 


pro te in- L tso s pa rate ( D-as pa rtate )o - me tylt ra nsf e rase 


2.401 


0.01 05 


Hs.4864 


ESTs 


2.043 


0.01 07 


Y00052 


Pept Idyl prolyl isome rase ACcyciophilln A) 


2.966 


0.01 07 


Hs.5002 


copper chaperone for superoxide dlsmutase; CCS 


2.032 


0.01 1 4 


U4351 9 


dystrophtn-related protein 2 (DRP2) 


2.022 


0.01 1 4 


Hs.1 0632G 


ESTs 


4.733 


0.01 23 


Hs.94653 


ne uro cho ndrin(KIAA0607) 


2.08 


0.01 29 


M1 3436 


ovarian beta-AHnhlbin 


2.946 


0.01 35 


X51 441 


serum amyloid A (SAA) protein partial, clone pAS3 -alpha 


2.383 


0.01 55 


Hs.1 08623 


thro mbos pond in 2 


2.019 


0.01 74 


Hs.531 8 


ESTs 


4.38 


0.01 74 


Hs.69469 


GA17 protein 


2.279 


0.01 97 


AA777648 


peripheral myelin protein 22 


2.386 


0.0209 


Hs.1 061 31 


ESTs 


2.022 


0.021 3 


X54079 


heat shock protein HSP27 


5.637 


0.021 7 


D67025 


proteasome (prosome, macro pain) 26S subunit, non-ATPase, 3 


3.1 79 


0.0359 


M80469 


MHO class I HUV-J gene 


3.572 


0.0380 


AI041 1 82 


ov77e07.x1 Soares.testis.NHT Homo sapiens cDNA clone I MAG E:1 643364 


2.321 


0.0380 


AA1 48265 


RIBOSOMAL PROTEIN L21 . 


2.019 


0.0440 


Hs.4943 


Inter— Alpha-Trypsln Inhibitor Heavy Chain LIKE gene 


2.426 


0.0442 


X99920 


S1 00 calclum-blndlng protein A1 3 


3.326 


0.0456 


U22970 


interferon-inducible peptide (6-1 6) gene 


2.741 


0.0465 



•O J^ESTs T> —~D It h> « < ft * 3 - F T 3 o 58«e^ <D E <D A° * 6. , 
b^yU^JltkV^^tfj-J^m&h-D ; (2) UR-MF|>l.(h 
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g5B 



Ac./HS 


mm 


fold change 




X75252 


Prostatic Bindig protein 


4.506 


0.001 1 


AA9891 27 


major histocompatibility complex, class 1,0 


5.731 


0.0060 


Hs.1 28520 


ESTs 


1.419 


0.0067 


HSMLN50 


ESTs 


3.482 


0.0071 


AF058701 


DNA polymerase zeta catalytic subunit (REV3) 


2.185 


0.0085 


AF043473 


cielayecl-rectifier K+ channel alpha subunit (KCNS1 ^Potassium 
voltage-gated channel, delayed- rectifier, subfamily S, member 1 


4.786 


0.01 44 


Hs.26052 


hypothetical protein MGC43306 


4.829 


0.01 50 


Hs.77961 


mapr histocompatibility complex, class I, B 


5.775 


0.01 52 


Hs.26484 


HIRA interacting protein 3 


5.07 


0.01 57 


U44798 


U1 -snRNP binding protein ho mo log (70kD) 


2.615 


0.01 94 


Hs.77961 


MHO class I HLA-Bw62 


5.775 


0.0209 


X64707 


BBC1 mRNA(ribosomal protein L1 3) 


2.758 


0.021 0 


Hs.6780 


PTK9L protein tyrosine kinase 9— lite (A6-related protein) 


2.749 


0.0220 


Hs.1 53428 


Ests 


3.1 64 


0.0234 


AI066764 


lectin, galactoside-binding, soluble, 1 (galectin 1 ) 


2.606 


0.0275 


cl.5994 


ESTs 


2.844 


0.0286 


x1 6064 


Tumor protein, translationally- contra I led 1 


3.567 


0.0366 


E02628 


polypeptide chain elongation factoM alpha 


4.055 


0.0427 


HUMTHYB4 thymosin beta-4 


4.05 


0.0436 


Hs.1 1 6922 


ESTs 


2.538 


0.0494 


x1 5940 


ribosomal protein U31 . 


2.125 


0.0499 



5Y-Rfcifc^5Y-FjB«Ti^fS5IT"2>7*fcT (Hs.94653, M13436, Hs.5002> 
D67025, M80469, Hs.4864, 23: t^Hs. 106326 ; p=0.0018, 0.0011, 0.001, 0.008, 
0.0081, 0.00183^^0.001 ; #Student'st-^X h tf5Y-Rfi*TJtJRWfl&88 
MiTZ>3 : &&"¥' (AF058701, AI066764, ]Rtfxl5940;p=0.0351, 0.0016125.^0.0001 ; 
^S-Student'st-^X h \Z «fc 3 ) ifi&m fc&Wc b , ^Y-* - t LTIK V ft 6 ) „ 
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AF058701 


DNA polymerase zeta catalytic subunit (REV3) 


AI066764 


lectin, galactoside-binding, soluble, 1 Cgalectin 1 ) 


x1 5940 


ribosomal protein U31 . 


Hs.94653 


ne uro cho ndrin(KIAA0607) 


M13436 


ovarian beta-A-inhibin 


Hs.5002 


copper chaperone for superoxide dismutase; CCS 


D67025 


proteasorne (prosotne, macro pain) 26S subunit, non-ATPase, 3 


M80469 


MHC class I HLA-J gene 


Hs.4864 


ESTs 


Hs.1 06326 


ESTs 



10 ^ttxriT (PS)£^©J:-3 ^ttbfc ; 

PS = (5Y-RB»Ti«^iiT^3jtf5^©IE^l'fr:bfcB5SW©^W-) - (5Y-F 

15 1>T«U ^&^£«jbfco — ft, \&^7,U7 <Dmm¥lfrt>V\2\Z~D^ 

Tte, ^©fin, ^BsocineoBsmjig^i, 100% © 

lE^ttT— 5fi[bfc (0 5) o 5Y-R^;i/-y©¥^JPS«9.44, ^bT5Y-F^;i/-^° 
co¥±§PS^-28.92irafeo fee 

20 

34 



WO 2005/080570 PCT/JP2004/012455 



No. 


xi oa«+u 












M80469 


D67025 


Hs.4864 


Hal 06326 


PS 


1 n 


8.90 


2.70 


8.35 


I . JU 


0.82 


1 47 


2.43 


2.72 


2.60 


2.55 


5.86 


2n 


7.02 


2.1 9 




1 AA 


u.ou 


1 si 

1 .D 1 


2.32 


1 .27 


1 .89 


0.62 


7.44 


3n 


7.57 


2.36 


1 0.96 


1 Ad 


n kk 
U.DD 




3.51 


2.38 


1 .79 


0.44 


8.53 


4n 


8.57 


2.79 


9.78 


l./U 


1 .42 




3 30 


3 03 


3.44 


3.02 


3.1 6 


5n 


1 4.96 


2.56 


1 8.01 


O.OO 


0.53 


0.67 


3 96 


2,76 


3.78 


1 .83 


1 8.1 2 


on 


1 6 94 


3.97 


1 2.76 


0.1 1 


0.73 


1 .50 


3.1 9 


2.01 


3.60 


4.41 


1 8.12 


7n 


14.51 


3.02 


11.62 


0.37 


2.24 


2.05 


2.14 


1.45 


1.64 


2.96 


16.30 


8n 


9.50 


2.81 


10.43 


2.86 


1.64 


1.95 


5.40 


3.18 


1.89 


1.79 


4.03 


9n 


8.29 


2.96 


8.32 


0.78 


0.55 


1.91 


1.50 


1.31 


1.40 


2.80 


9.32 


10n 


6.78 


2.06 


10.59 


0.39 


1.93 


0.70 


2.49 


3.56 


1.27 


084 


8.25 


11n 


7.30 


1.38 


10.89 


3.03 


2.82 


0.46 


2.18 


3.09 


2.00 


2.16 


3.83 


12n 


8.60 


3.81 


15.86 


3.31 


3.46 


0.70 


3.19 


1.82 


2.54 


2.95 


10.30 


1nR 


4.67 


0.81 


4.69 


4.13 


2.98 


3.80 


7.78 


5.34 


7.59 


8.47 


-29.92 


2nR 


4.32 


0.63 


3.88 


2.82 


2.68 


2.89 


4.51 


3.74 


4.86 


9.28 


-21 .95 


3nR 


10.54 


0.56 


7.28 


2.40 


2.06 


2.10 


8.18 


6.02 


6.02 


8.55 


-1 6.95 


4nR 


5.59 


0.56 


4.85 


3.22 


3.69 


2.89 


11.18 


3.31 


6.39 


11.36 


-31 .04 


5nR 


5.56 


0.18 


4.97 


5.57 


4.57 


1.15 


3.18 


4.85 


5.56 


12.68 


-26.85 


6nR 


4.50 


0.51 


4.01 


6.81 


2.54 


5.45 


6.61 


7.49 


7.16 


6.18 


-33.22 


7nR 


5.09 


0.97 


4.72 


3.14 


3.74 


5.57 


7.95 


3.94 


7.90 


9.71 


-31 .1 7 


8nR 


4.93 


0.54 


4.46 


7.53 


4.95 


5.93 


11.03 


1.96 


6.21 


7.75 


-35.43 


9nR 


5.25 


1.17 


5.15 


3.09 


3.39 


3.30 


10.05 


2.66 


4.76 


10.B2 


-26.50 


10nR 


5.36 


0.59 


5.96 


3.67 


2.78 


2.47 


4.66 


3.12 


10.63 


8.27 


-23.69 


11 nR 


4.99 


1.02 


5.71 


7.48 


4.51 


6.22 


4.61 


4.28 


10.65 


9.20 


-35.23 


12nR 


4.84 


0.30 


4.98 


7.57 


6.07 


5.04 


7.05 


3.07 


7.42 


8.98 


-35.08 
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»>7°;HiiMa imm<D^&£mmzmmi>tc 0 \995-i99i^<Dmm\z$> 

if £ nfz954 A(DB^(D * £ , ^mW:5^&s\H b tc 1009 t^W&5^&> 

_l <d m m m £ # b i o m & m * t b x m ^ tc „ 2 -d <d m m- $ ; v — 7° <d m, m w « « 
u>a°$w(d3s^ mm&tm.mm\zm^x, ^mM^ommiz-m.^^ 
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a) Number of lymph nodes involved. 

b) Lymph vessel invasion: 0, no cancer cells in vessels. 

3, many cancer cells in vessels. 

c) Fat invasion: 0, no invasion to fat tissue; 3, severe invasion to fat tissue, 
<1) Estrogen receptor status: P, positive; N> negative; N/A, not available. 
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11) Lymph vessel invasion 
h) Fat infiltration 
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c) Mean of age (I) Average number of lymph nodes involved 

5 (ffitfcftS (Clinicopathological) /1 5* — £0 



WO 2005/080570 



PCT/JP2004/012455 



mmm 2 ^tE^Lfc#&TcDNA^ ^dth ®w«*ff o*:. 

5 

(RNAtfiffi iRNAittS) 

RNA^rTRIzol (Invitrogen. Carlsbad. CA. USA) TttffiL-fco ^'|4RNA£|& 

;k±-C«^CScIdbfeo DNA ?I A £P&ScT RNeasy^ry h (QIAGEN. 

10 Valencia. CA) ^m^XmUVTco MessageAmp aRNA^r V V (Ambion. Austin. 
TX) fc«fcST7 RNA#'J^7- XCDiBllSfrV^ Y-f^DTK^fc 
ffiVi*RNA&W«Ufco *W©i«*|*T?«, RNA (5Mg) ^iitlTl^fc, 
-?-C9l£. M*U^ifi£nfcRNA (aRNA) (2/Xg) —HI !1 <£^ifll<Z)7cr&t>CD^ 
StbL JUffiSnfcaKNAsttRNeasylllM^y ht'ill, #aRNA<£>M£#7£ 

15 ^fl!M-fc«tt)aifebfc. 

(aRNA©ilftS. /W ^ U ^ if- ~> a 5*— :*#*f) 

Amino Allyl cDNA ffiH^y h (Ambion. Austin, TX) IZJzlQ, — HlgcT)^ 
miZ&Z>my£7u — !7*fMfflaRNA (5/ig) &JB^T, /W t/U ^-f if — 3 > 
20 yn-7^MLfe 0 ®RNA&£*TE1t&ri > hn-;PRNAfcfi*tS7°D-^ 
£r. Cy5 l£ &3Cy3 <£> Mono-Reactive 'Dye (Amersham Bioscience UK Limited. 
Buckinghamshire. UK) T#*tfft Lfc 0 

m%&&m&m3sT%fz®iZ, II7D-7^, QIA quick PCRMS^y h 
(QIAGEN. Valencia. CA) 7smmVfc a M-KWlESfRNA^ £ ©i^fMtl:/ 
25 n — ^(D^-^lOpmol^:. 4xT-T # n X W M 7*1) i^-f if — ~> a > • A y 7 7 — 
(Amersham (UK) ) SWt>ftbfe*M75 Ftl^Lfc. 7*D-^| 
40*0 T 1 5 Rvf fsflcDNA 7 I'-f fcl/W *7V ^VX$tfc. 5#raTl 
HI. -^©^lO^PBlT^HI^fefeDO^yoSDS^^^O.lxSSCT^^^bfeo ^TCD#JI|| 
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^ AutomatedSlide Processor System (Amersham) Tf^ffbfeo ^rtl^rtlCO/\^C 
*? U "tf— 3 > © v' ^^l^SEte, Gene Pix 4000 (Amersham) TM^-SX D , 
GenePixPro 3.0 (Axon Instruments, Inc., Foster City > CA, USA) fci^TWi 
V fa o Wi & M -o fa is & J~ )V \% * totalgene normalization method 
5 (Yang,Y.H.,Dudoit,S., Luu, P., Lin, D.M., Peng, V.,Ngai, J., and Speed, T.P. 
(2002). Nucleic Acids Res 30, el5. ; Manos, E.J., andJones, D.A.(2001). Cancer Res 
61,433-438. ) \Z £ ~? TjEJIft bfco 

#E^m h. nt:m<D ??)v- 7° wrsfc * s^-rate^ s wr & ft * £ , ie 

Mann-Whitney^ X ht^lf bfe ; lEMitlstci/ )V& 

^-;i/5iSJt^l?a&-5 (Ono,K.,et al.(2000). Cancer Res 60, 5007-5011.) „ 
Mann- Whitney ^^hT0©UfltS^bfc31te : ?^2C)©^;V— ^"IST^gSaE^ 
2.0M±©]iV^*Ufct)©^IA;^ S/NJt^3.0*#5©3teTO> ttfcbfr&Bfc 

15 

-vc &uy u^cdt*—* ?ttb* ^mmmzuKNA do^g) 

^tSuiiaO, ¥S»RT-PCR^m^b/co te^$nfecDNA©*ft&WS*T 
S&StK GAPDH*rtl»3 > ho— UTSrX, ¥^SRT-PCR£Hff U 
20 (Ono,K.,etal.(2000). Cancer Res 60,5007-5011.) . GAPDH© 7° 5 -f V — H 
5'-ggaaggtgaaggtcggagt-3 (Foward) - K.L£5-tgggtggaatcatattggaa-3 (Reverse) Tr 

10) (D&*(Dtal&<D7° ; 7^~? — > NCBIGen Bank 
25 ( http://www.ncbi.nlm.nih.gov/ ) ®'>-^>7iii:^x^l7^ h 
(http://www-genome.wi.mit.edu/cgi-bin/primer/primer3_www.cgi) _t © t7° :7 

v-3fcs^v^Tisftbfec #¥^*pcRi^a«, ^>7°u- h tLxmm&m 

Ib/tcDNA (lMl) > 5UC0TakaraEXTaq (Takara, B^f) , lxPCRAy 
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7 7 — (lOmMCDTris-HCl, 50mM©KCL 1.5mM©MgCl 2 ) , 1 OnM <D dNTPs ii 
1 Opmol CD MJjj&zSmJj 7° ? -i v - -r 30 lit * Tfr o Jfc c 
IH^iJ#-^-160 ggaaggtgaaggtcggagt 
S3^J#^161 tgggtggaatcatattggaa 

5 

(ftlPCR©7°7^T-) 

iio 



ate* 


Forward 


Reverse 


PIIIP 

C1r 
DPYSL3 
PTK9L 

CPE 
a -tubulin 
0 -tubulin 
HSP 90-a 

MDH 
NDUFB3 


SB^»J#-*162 CCTCCAACTGCTCCTACTCG 
BB£IJ#*164 GAAGTTGTGGAGGGACGTGT 
SB^1JS*166 CATGTACTGAGCAGGCCAGA 

TTGTGATTGAGGACGAGCAG 
K^i^*170 CTCCTGAGACCAAGGCTGTC 

GGAACGCCTGTCAGTTGATT 
m^m^MA TCTGTTCGCTC AGGTC CTTT 

AAAAATGGCCTGAGTTAAGTGT 
SB£ll»*178 TGC AC ACTAAC AGC ATGAC G 
SE*>13^180 GGGATAAACCAGACAAGTAGGC 


TCGAAGCCTCTGTGTCCTTT 
GACTTCCAGCAGCTTC CATC 
SE^J#-*167 AAGATCTTGGCAGCGTTTGT 
SS^i^^169 AATGGTTTCCCGCTCTAGGT 
BB£l]#-S-171 TGAAGGTCTCGGACAAATCC 
SB^JS-^-173 CTCAAAGCAAGCATTGGTGA 
iBM #^1 75 TGGTGTGGTCAGCTTCAGAG 
m&mmn TCCTCAATTTCCCTGTGTTTG 
iE^)«^179 GAATTTCTTTCCTCTGCCTGA 
GGACATGAGCATGGACATCA 



10 ^©MT*e^*s©^afSffffir*fc»fc, 

»PCRj£*& (8 Ml) 2:5%T^n— X^;i/±T?«^C*16b, If^A7*U7 
ffl V^TAlphalmager 3300 (Alpha Inonotech, San LeandrcK CA) IZ^VMfels 

15 )i>-?jEM4kisr£o 

y'JPX 4>©it^A©¥^*PCR©16tf y hOD-f ^-J?>^37 (X5P>^A 
7DY< FTlfibfeA> /Sit>77°;Vx^COGAPDHCD16lf >y h <?M 

20 

(js^ftaao^af&aK (pd o^m) 
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m*mis3\<z.£\z£.v), mmmimo^mmm (pi) ^^«bfc 0 2^©^- 

^"IWCDSSSJt^O^riKtttaStudenfst-^X hTffttl/fc. 5SW5D<D >f )V-7°m 
CD PI CD i£$a3Mann- Whitney Dtfofc. ^TcD^gftteStatview version 

5 5MtoT§fLfc (SASInstitutelnc, Cary> NC) „ 

18,432© t hate^^S^ScDNAT^T ^n7H±T, 8A<£>¥LS5H#J&> S © 
10 ±<DPfl£i#i£#b (5S) , 4Ate5¥^l*lT\ ftffiT^Etbfc (5D) = ttEflctfUSS* 

5D £ 5S CD ?)V-7°m T gfc 5 £ 5t ^ * H § fc 86 , BJ# £ 
teMann-Whitney rXMci^ XcDNA ^^DTK© ^ £ b fc „ E 
15 tl£> cDitfc? CD 5 "&©6"3©ESTs/<R«^ >/^^MTfe§'a-St233ie^«^ 
Mann- Whitney b TOCDUiit^ 5S^;i/— *7\z£> ^TS^St ^jt^^T 
»5 (Si 1) . 
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Accession Number 


Fold change 


IM AGE:39159 3' similar 10 gb:J04173 PHOSPHOGLYCERATE M UTASE, BRAIN FORM 


R51 864 


4.304 


IM AG&22798 3', M RNA sequence 


R39171 


2.918 


cDNA clone IMAGE: J 693352 3\ M RNA sequence 


A 1140851 


2.891 


CCNDBP1 cyclin D-type binding-protein 1 


AF0S2569 


3.202 


ESTs 


AI446435 


3.251 


pro-alp ha- 1 type 3 collagen 


XI 4420.1 


3.394 


complement component Or 


J 04 080.1 


3396 


UPYSL3 dihy drop y Timid inase-like 3 


D78014 


3.625 


ribosomal protein LS 


X69391.1 


3.807 


PTK9L protein tyrosine kinase 9-like (A6-related protein) 


Y17169.1 


4.143 


Homo sapiens full length insert cDNA YN8BE09 


AF075050.1 


4.257 


somatostatin receptor isoform 2 (SSTR2) gene 


M 81830.1 


5.475 


CPE carboxy peptidase E 


NM OOl 873.1 


5.807 


YR-29 hypothetical protein YR-29 


A JOI 2409.1 


6.333 


1MAGE:4S22062, mRNA 


BC034811 


6.373 


K1AA1S32 protein, partial cds 


AB058735.1 


13352 


CREG cellular repressor of El A-stimulaied genes 


AF0S4523.1 


2.739 


Homo sapiens putative splice factor transformer2-bela mRNA, complete cds 


U61 267.1 


2.55 


Human N-acety 1-beta-gJucosaminidase (HEXB) mRNA, 3' end 


M 13519.1 


2.698 


Human cytochrome b5 mRNA, complete cds 


M 22865.1 * 


2.881 


Human pS2 mRNA induced by estrogen from human breast cancer cell line M CF-7 


X00474.1 


2.702 


Human alpha-tubultn mRNA, complete cds 


K00558 


4.655 


Homo sapiens clone 24703 beta-i ubuJui mRNA, complete cds 


AF070561.1 


3.917 



Sl2tt, 5D©JBiIte43V>T— JttfclfcSBSbTcfeD, 6^(DBSTs/UM^ >A° 
Mann-Whitney 7^7. hTif n©U{fi£jf 02lJ&fS^£ 13*^3 o ^ 
C^V^T, "foldchange"£LT, 2~D<D!f)V— y°m<Dm^=f-^^(Dm^^^ o 
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SI 2 





Accession Number 


Fold changi 


Lyam-1 mRNA for leukocyte adhesion molecule- 1 


X16150.1 


7.459 


APM 2 adipose specific 2 


NM_006S29.1 


4.S53 


DNA polymerase gamma mRNA. nuclear gene encoding mitochondrial protein 


U60325.1 


4.269 


FLJ22128 fis, clone HEP 19543 


AK0257S1 


4-1 09 


actin related protein 2/3 complex, subunit 4, 20kDa (ARPC4) 


NM__005718.2 


4.058 


Scd mRNA for stcaroyl-CoA desaturase 


AB032261.1 


3.794 


hav»1 H^f i»rr>o^n^r\?» c mi**l«sir Rt*JP rerotein L OrotCin 


X16135.1 


3.771 


ENSA endosulfine alpha 


AF157509.1 


3.511 


I MAGE:_648j 5 similar to gniAU 1 oj>_cosi rit/\i arivji^rw rnwi cn> nor »u j-ti-r nz-v 


R 1 2732 


3.0S6 


malonyl-CoA decarboxylase (M L.YCD) 


NM_0 12213 


3.067 


anion exchanger 3 brain isoform (bAE3) 


U05596.1 


2.889 


1M AGE:43550 3', MRNA sequence 


H05914 


2.345 


cDNA FU23636 fis, clone CAS07176. 


AK074216 


2.426 


IMAGE:26366 3' similar to gb:D16234 PROBABLE PROTEIN DISULFIDE 1SOM ERASE ER-60 
PRECURSOR 


R20554 


2-539 


Similar to hypothetical protein PR02S31, clone MCC:23S 33 1MAG&4273S37, mRNA, complete cds 


BC03 7905.1 


2.551 


FLJ40629 hypothetical protein FLJ40629 


AK09794S.1 


2.417 


ribosomal protein L29 (humrpLiy; mKtNA, cumpiciw. 


U 10248.1 


2.203 


EST, clone IM AGE:745452, 3'end 


AA625869 


2.591 


KIAA1554 KIAA1554 protein 


AB046774.1 


2.544 


IMAGE:53316 3* similar to SP:MDHC_MOUSE PI 4152 MALATE DEHYDROGENASE, 
CYTOPLASMIC 


R15814 


2.867 


NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (12kD, Bl 2), clone MGC:9039 IMAGE:3S81592 


BC018183 


4.972 



5S >f)V — 7 \Z%> TiSB^-T £ 233tfe : ?\R t*5D iffr—? \Z & ^TiftSggaf Z> 

-r & u7 1"( frffi-eu. £T<Dmm<D5s&zf5vm<Distfj-)v&m(Dm^&2.oi£ 

(Studenfst-^7, M~«fc£p«<0.05) ; (3) ^^SPCROife^tt, &3£bfc3lII 

(Dmmiz^-oxmmmvtco ssmmiz^^xmrnm-r^im^, Rzssvmmiz 
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5Stf)]/— y\Z&\s±TlM$£%iirZ>7m.& : ?-te. pro-alpha-1 type 3 collagen (PIIIP), 
complement component Clr, dihydropyrimidinase-like 3 ( DPYSL3 ) , 
proteintyrosinekinase 9-like (PTK9L) , carboxy peptidase E (CPE) , a -tubulin 
£ /3 -tubulin £ 3- F LT^&M&^fr ZmrfltStlT^ & 0 ZLtlb (D^ — tj—MB, 
5 ©Student*st--r-X h ©pffite, -^tl^no.00039, 0.0012, 0.0042, 0.036, 0.039, 
0.034 £ 0.00069T o fco 

5D^;i/— y^*5V^T5«^g^-r§3^©T — ts~~ Mfe^te, heat shock protein 
HSP 90-alpha gene, malatedehydrogenase, RI^NADH dehydrogenase (ubiquinone) 
1 beta subcomplex, 3 (NDUFB3)£ 3 — H LTUfco Mi & 3fi fc^<£> Student' st-T" 
10 Xh©pfit«, ^-n^tlO.05, 0.0055Rt^0.0in?*ofeo 

^ISHJ^Ste, #j£SRT-PCR<Z>Hife*§:li£, ftIn>hD-;i/itTGAPDH 

# s umfcik \z m h fzmmomm zm^zrc® iz^mmpcr ttn^T^* 

2in6OJSl#O , 5'5O10Aa^$ISft5¥Wl*3K:?LaST5Et:b, *OT, ^t)©10 

— fllfc^ORT-PCROite**^**"- 0 8H, 5DJtt*te43V>Tifi55B5H"*30CD-7 — 
# — Ae^^RT-PCRCD^^^-To 

^©i^CftUfi (PI) : (SS^-^fcfeViT 
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SI 3 





PIIIP 


Clr 


DPYSL3 


PTK9L 






B'tubulin 


HSP 90 


MDH 


NDUFB3 


Sum of S 


Sum of D 


PI + 


SJ 


1.8 


4.0 


2.1 


3.3 


2.4 


0.8 


2.5 


1.5 


0.2 


1.5 






13.7 


S2 


5J 


3.5 


3.3 


3.4 


6.0 


1.2 


5.1 


2.2 


0.6 


2.2 


28.1 


- A 

o.u 




S3 


3.1 


5.8 


2.2 


3.4 


8.1 


1.8 


5.3 


1.5 


0.4 


1.5 


29.7 


1 XT 




S4- 


7.1 


10.2 


8.6 


6.0 


16.0 


4.1 


8.0 


3.4 


4.8 


3.4 


60.0 


11.5 




S5 


6.8 


7.4 


7.2 


6.9 


11.2 


2.7 


7.0 


5.5 


3.6 


5.5 


49.1 


14.6 


1A 2 
34.3 


S6 


4.0 


4.2 


1.7 


2.2 


3.6 


0.9 


6.0 


2.9 


0.9 


2.9 


22.7 


6.6 


16.1 


S7 


2.3 


4.0 


1.1 


1.6 


0.6 


0.7 


3.4 


0.4 


0.3 


0.4 


13.7 


1.1 


12.6 


S8 


3.3 


3.6 


1.1 


0.7 


0.8 


1.3 


5.0 


2.3 


1.4 


2.3 


15.9 


6.0 


9.8 


S9 


3.1 


3.9 


2.7 


3.7 


2.9 


1.6 


4.1 


1.0 


1.2 


1.0 


21.9 


3.2 


18.8 


S10 


2.9 


3.0 


0.9 


1.5 


1.2 


1.0 


1.7 


1.3 


0.4 


1.3 


12.2 


3.0 


9.2 


Dl 


0.1 


2.9 


0.4 


1.9 


Z9 


0.7 


0.8 


3.4 


3.0 


3.4 


9.6 


9.7 


-0.1 


D2 


0.2 


0.6 


0.1 


0.2 


0.8 


0.2 


0.8 


1.0 


4.9 


1.0 


2.9 


7.0 


-4.1 


D3 


0.2 


3.7 


0.2 


1.0 


0.6 


0.6 


Z8 


3.6 


6.6 


3.6 


9.0 


13.8 


•4.8 


D4 


0.2 


1.4 


0.4 


0.9 


1.0 


0.5 


1.7 


3.5 


3.6 


3.5 


6.1 


10.7 


-4.6 


D5 


0.1 


1.3 


0.1 


0.9 


0.6 


0.5 


1.0 


3.2 


0.3 


3.2 


4.5 


6.7 


-2.2 


D6 


2.2 


2.5 


1.2 


1.9 


2.0 


0.5 ' 


1.7 


3.8 


3.5 


4.2 


12.0 


11.5 


0.5 


D7 


2.2 


2.1 


0.9 


1.9 


2.4 


0.3 


1.6 


1.9 


1.4 


ZO 


11.5 


5.3 
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+ Pl:S60©St- D©£2f 

PI«, 5S^;i/— y"(D^10mm (S1^£>S10) (Dm^^'&mm (>7) RZ$5Dtf)l 

-7°<D±iomm (di^sdio) (D^m%m (<7) (H9) (Dmn^m^^'iE 

iS^WJLfCo 5S^Jl/-y©PI«21.2Tfeofc, fit, 5D^;i/-7°CDPm-0.7 
T & o fc. II H TPIfB7te> 6 ^ IZ5SJB& £ 5DJSS* § KSU b T (p=0.0002) o 
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m m <d m m 

i . &m<Dffi&^&¥Wzm j *-?2>&rF<Dfcm<D'j>te< t% 1 «fc tmsateT ; 

LfcftffiM^^OStfe? (5y-D^;V-y) £m¥J^Jt«J (disease-free) 
2) 3MSH#KU >/W^(Dl&&i1 s 'fc'fr'of£ (nodel^'14) (nO) ftJg^&^T, 

pro-alpha- 1 type 3 collagen (PIIIP), 
complement component Clr, 
dihydropyrimidinase-like 3 (DPYSL3)> 
protein tyrosine kinase 9-like (PTK9L), 
carboxypeptidase E (CPE)> 
alpha-tubulkw 
beta- tubulin , 

heat shock protein HSP 90-alpha gene, 
malate dehydrogenase, 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 
pro-alpha- 1 type 3 collagen (PIIIP)> 
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complement component Clr, 
dihydropyrimidinase-like 3 (DPYSL3), 
protein tyrosine kinase 9-like (PTK9L), 
carboxypeptidase E (CPE), 
5 alpha-tubulin, 
beta- tubulin o 

heat shock protein HSP 90-alpha gene, 
10 malate dehydrogenase, 

NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (NDUFB3)o 

5. ^mmizv >/m^<Dfc&itfl?3Lfr~Dfc (nodemm (no) fimz&^T, m 

AF058701/ DNA polymerase zeta catalytic subunit (REV3) , 
15 AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1), 

xl5940/ ribosomal protein L3L, 
Hs.94653/ neurochondrin(KIAA0607), 
Ml 3436/ ovarian beta-A-inhibin, 

Hs.5002/ copper chaperone for superoxide dismutase; CCS, 
20 D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3, 

M80469/ MHC class I HLA-J gene, 
Hs.4864/ ESTs, 
Hs. 106326/ ESTso 

6. 3^P#fcU >/m^<Dm&&tefr^tz (nodeliH*) (nO) %mz£>^X, f? 

25 ^^fflimw^ ; 

AF058701/ DNA polymerase zeta catalytic subunit (REV3) , 
AI066764/ lectin, galactoside-binding, soluble, 1 (galectin 1), 
xl5940/ ribosomal protein L31.o 
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7. \ZV ynm^OmWfZfr-Dfr (nodePt'14) (nO) %m\Z^X, % 

Hs.94653/ neurochondrin(KIAA0607), 
M13436/ ovarian beta- A-inhibim 

Hs.5002/ copper chaperone for superoxide dismutase; CCS> 

D67025/ proteasome (prosome, macropain) 26S subunit, non-ATPase, 3^ 

M80469/ MHC class I HLA-J gene> 

Hs.4864/ ESTs, 

Hs. 106326/ ESTso 

Hs . 1 08504/ FLJ20 113/ ubiquitin-specific protease otubain 1 
Hs. 146550/ MYH9/ myosin, heavy polypeptide 9, non-muscle 
Hs . 1 9469 1 / RAI3 / retinoic acid induced 3 
Hs.1975/ TDRD3/ tudor domain containing 3 

Hs. 203952/ TRRAP/ transformation/transcription domain-associated 
protein 

Hs. 278607/ GSA7/ ubiquitin activating enzyme E 1 -like protein 
Hs.429/ ATP5G3/ 

ATP synthase, H+ transporting, mitochondrialFOcomplex, 
subunitc(subunit9)isoform3 

Hs. 75305/ AIP/ aryl hydrocarbon receptor interacting protein 
Hs.81170/ PIM1/ pirn- 1 oncogene 
Hs.99987/ ERCC2/ 

excision repaircross-complementingrodentrepairdeficiency, 
complementationgroup2 
Y12781/ Transducin (beta) like 1 protein 
Hs. 104417/ KIAA1205 protein 
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cl.21783/ Hypothetical protein 
Hs.112628/ Hypothetical protein: MGC43581 
Hs. 170345/ Hypothetical protein FLJ13710 
Hs. 53996/ weakly similar to zinc finger protein 135 
5 Hs.55422/ Hypothetical protein 

Hs.112718/ EST 
Hs. 115880/ EST 
Hs.126495/ EST 

10 10. m&mi~9(D^nfr~iztm<Dmfc^\z!&gmts:7u---7 0 

1 1. »mi~i o ©^-rn^-(cfBi^©jte^^vx«7 o n-^^$ 

i 2. d n at^ ^ D7 1/ ^ fimmm-? -r^nr m Mm i ubiko-t 

15 13. mUtm 1 ~ 1 0 (DV^n^-^fB«©3t^]S:^VX«7 0 n-^^V-^ 

1 5. nt^m-i o ©v^n^— izmm<Dmini L Rzs/x.iZ7°n— y^—ts 
1 7 . Ht&s i ~ i o ©vs*rn^— fcfBftoae^R^/x^^D-^sv— ^ 

25 18. M^lgl 7 82*OtWf+y h^^a7K*^t«t>OTf*«H»f 

ho 
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SEQUENCE LISTING 



<110> Nippon Medical School, 

Mitsubishi Rayon Co. , Ltd.. 

<120> Genes involved in predicting postoperative 
prognosis breast cancers 

<130> P04-156PCT 



<150> IP 2004-048593 

<151> 2004-02-24 

<160> 181 

<170> Patentln version 3. 1 



<210> 1 

<211> 19 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 1 

ggaaggtgaa ggtcggagt 19 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 2 

tgggtggaat catattggaa . 20 
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<210> 3 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 3 

acacttcatc tgctccctca tag 



<210> 4 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 4 

ctgcctagac ctgaggactg tag 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 5 

actgaggcct tttggtagtc g 



<210> 6 
<211> 24 
<212> DNA 
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<213> Artificial 
<220> 

<223> synthesized 
<400> 6 

tctctttatt gtgatgctca gtgg 24 



<210> 7 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 7 

aaatccttct cgtgtgttga ctg 23 



<210> 8 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 8 

cagtcatgag ggctaaaaac tga 23 



<210> 9 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
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<400> 9 

gaagacaaca agttttaccg gg 22 



<210> 10 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 10 

atggttttat tgacggcaga ag 22 



<210> 11 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 11 

aggacacgtc ctctcctctc tc 22 



<210> 12 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 12 

taaagctagc gaaggaacgt aca 23 
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<210> 13 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 13 

tcccttctgt ttcctcagtg tt 22 



<210> 14 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 14 

cctgccccga taaaaatatc tac 23 



<210> 15 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 15 

ttgaccttaa gcctcttttc etc 23 



<210> 16 
<211> 23 
<212> DNA 
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<213> Artificial 
<220> 

<223> synthesized 
<400> 16 

ataacgtaca ttcccatgac acc 23 



<210> 17 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 17 

actttcaaga tgggaccaag g 21 



<210> 18 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 18 

atatacacag aagcatgacg cag 23 



<210> 19 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



6/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 19 

ttgctggact ctgaaatatc cc 22 



<210> 20 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 20 

ttcccctgta cagtatttca ctca 24 



<210> 21 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 21 

ctgagcaatc tgctctatcc tct 23 



<210> 22 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 22 

gttccagatt cgtgagaatg act 23 
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<210> 23 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 23 

accagtaaca actgtgggat gg 22 



<210> 24 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 24 

caaatgagct acaacacaca agg 23 



<210> 25 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 25 

ccccctccac cttgtacata at 22 



<210> 26 
<211> 21 
<212> DNA 
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<213> Artificial 
<220> 

<223> synthesized 
<400> 26 

gttttcgttt ggctggttgt g 21 



<210> 27 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 27 

gtctgagatt ttactgcacc g 21 



<210> 28 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 28 

attgctaagg ataagtgctg etc 23 



<210> 29 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
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<400> 29 

tgtcagtata gaagcctgtg ggt 



23 



<210> 30 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 30 

ttcttaggcc atcccttttc tac 23 



<210> 31 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



<210> 32 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 32 

ccataggatc ttgactccaa cag 23 



<400> 31 

gcatctgaat gtctttctcc eta 



23 
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<210> 33 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 33 

actgggagtg gaggaaatta gag 



<210> 34 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 34 

ctaatgtaag ctccattggg atg 



<210> 35 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 35 

caaactgcaa actagctccc taa 



<210> 36 
<211> 23 
<212> DNA 
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<213> Artificial 
<220> 

<223> synthesized 
<400> 36 

aggtaaccca aagtgacaaa cct 



<210> 37 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 37 

aagactaaga gggaaaatgt ggg 23 



<210> 38 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 38 

aggtaaccca aagtgacaaa cct 23 



<210> 39 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



12/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 39 

ttaagtgagt ctccttggct gag 



23 



<210> 40 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 40 

agggccccta tatccaatac eta 23 

<210> 41 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



<210> 42 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 42 

tgggtggaat catattggaa . 20 



<400> 41 

agtcattcag aagccattga gac 



23 
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<210> 43 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 43 

gaaaggtgaa ggtcggagt 19 



<210> 44 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 44 

tgggtggaat catattggaa 20 



<210> 45 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 45 

ccagacatcc atggtaccta taa 23 



<210> 46 
<211> 23 
<212> DNA 
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<213> Artificial 
<220> 

<223> synthesized 
<400> 46 

tatgcattga aaccttacag ggg 23 



<210> 47 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 47 

ctgttaaaca aagcgaggtt aagg 24 



<210> 48 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 48 

gggttctgca tctcgtttat tag 23 



<210> 49 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
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<400> 49 

gacacatagc tcataggcac aca 23 



<210> 50 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 50 

ttctggtaca tggtaagtgc tea 23 



<210> 51 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 51 

tccgccatat tgattctget ta 22 



<210> 52 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 52 

gtttgettte tggaccatgg ata 23 
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<210> 53 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 53 

gataacaact ggaccacatc cc 22 



<210> 54 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 54 

aacaggcaga cgaggtagac ac 22 



<210> 55 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 55 

gagaaggatg ggtccaccag t 21 



<210> 56 
<211> 23 
<212> DNA 



17/55 



WO 2005/080570 
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<213> Artificial 
<220> 

<223> synthesized 

<400> 56 

gtacatgggc agcacaaatg tat 23 

<210> 57 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 57 

atttcattgg tagtatggcc cac 23 



<210> 58 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 58 

ataccatggg acaggattgt aag 23 



<210> 59 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



18/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 59 

gctcagacca gctcatactt cat 23 



<210> 60 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 60 

ccaaagactg gggtaggtaa aac 23 



<210> 61 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 61 

ctggtgcttt ctatcacctc ttc 23 



<210> 62 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 62 

gactagtgtg aaacaagatg ggc 23 

19/55 



WO 2005/080570 
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<210> 63 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 63 

cttgaaccca ggagtttgag ac 22 



<210> 64 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 64 

gtgcctcagc tttctgagta gc 22 



<210> 65 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 65 

ctggtgctga ctatccagtt ga 22 



<210> 66 
<211> 23 
<212> DNA 



20/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 
<400> 66 

ctggtaaact gtccaaaaca agg 23 



<210> 67 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 67 

ctcttacctg gacaaggtgc gt 22 



<2.10> 68 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 68 

ggatgagctc tgctccttga g 21 



<210> 69 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



21/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 69 

caatgtttga ccagtcccag a 21 



<210> 70 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 70 

catgttgtct cagtcctcta ttgg 24 



<210> 71 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 71 

ggacagcagc tggagtacac a 21 



<210> 72 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 72 

aatcagattt gtcggtgcct t 21 



22/55 



WO 2005/080570 
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<210> 73 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 73 

ggctctgcac taagaacaca gag 23 



<210> 74 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



<400> 74 

acaactagct ctcagttcag gca 



23 



<210> 75 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 75 

tggagcagta tgacaagcta caa 23 



<210> 76 
<211> 23 
<212> DNA 



23/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 

<400> 76 

aagcagcact gcataaactg ttc 23 

<210> 77 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 77 

taagtacttt cctgtgggtc get 23 



<210> 78 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 78 

ccacaaacag gaagctatgt tct 23 



<210> 79 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



24/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 79 

gtactattag ccatggtcaa ccc 23 



<210> 80 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 80 

ctacagaagg aatgatctgg tgg 23 



<210> 81 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 81 

atcagtacgg ggaccttaca aac 23 



<210> 82 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 82 

cctgtactga gctctccaaa gac . 23 



25/55 



WO 2005/080570 



PCT/JP2004/012455 



<210> 83 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 83 

tccctagctt cctctccaca 20 



<210> 84 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 84 

agaatcatgc ctccccttct 20 



<210> 85 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 85 

acccctcaag tgtaaggaac tg 22 



<210> 86 
<211> 23 
<212> DNA 



26/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 

<400> 86 

ggatcaagag tgtgtgtgtg tgt 23 

<210> 87 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 87 

caatgccaga gagaatatcc aga 23 



<210> 88 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 88 

gatacccatt gtgtaccctc tec 23 

<210> 89 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

27/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 89 

ccactccaca taaggggttt ag 



<210> 90 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 90 

gaggttctag ctaagtgcag ggt 



<210> 91 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 91 

ccattgacat tggagttaag tatgc 



<210> 92 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 92 

ggcaaagacc acatttagca at 

28/55 



WO 2005/080570 
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<210> 93 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 93 

gaaagcctat gtgaaaagct ggt 23 



<210> 94 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 94 

ttgtttccag gcattaagtg tg 22 



<210> 95 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 95 

gcatcttagt ccacacagtt ggt 23 



<210> 96 
<211> 23 
<212> DNA 



29/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 
<400> 96 

gcccttacag gtggagtatc ttc 23 



<210> 97 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 97 

ctcatagcca gcatgacttc ttt 23 



<210> 98 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 98 

ggttcacttg tgactggtca tct 23 



<210> 99 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



30/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 99 

acttttctga gcagacgtcc ag 22 



<210> 100 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 100 

tatcaaaaga acacacaggt ggc 23 



<210> 101 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 101 

acgttattcc cagttcctaa acc 23 



<210> 102 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 102 

agtctcgggt gactcaatat gaa 23 



31/55 



WO 2005/080570 
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<210> 103 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 103 

agttgaaccc aggtaccttt etc 23 



<210> 104 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 104 

ctaggccctt ttagaaaaca tgg 23 



<210> 105 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 105 

tactgggaac gactaaggac tea 23 



<210> 106 
<211> 23 
<212> DNA 



32/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 
<400> 106 

tgctgtgttg agtaggtttc tga 23 



<210> 107 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 107 

tgagagtcct cagagggtat cag 



<210> 108 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 108 

cttgaagtca agagtcctgg tgt 



<210> 109 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



33/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 109 

tttctgttgg caagttgctg 20 



<210> 110 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 110 

ccctttaagc ccacttcctc 20 



<210> 111 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 111 

gatgagaaga tgaagagctt gga 23 



<210> 112 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 112 

gaggaagctt tatttgggaa gag . 23 



34/55 



WO 2005/080570 



PCT/JP2004/012455 



<210> 113 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 113 

acttccctct ctgcctttct g 



<210> 114 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 114 

cagattgttt tgggcttctc act 



<210> 115 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 115 

gtctggtcag ctttgcttcc 



<210> 116 
<211> 20 
<212> DNA 

35/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 
<400> 116 

ggcaagttct gcacagatga 20 



<210> 117 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 117 

cagctcagtg caccatgaat 20 



<210> 118 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 118 

gtgggactga gatgcaggat 20 

<210> 119 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

36/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 119 

cacggactca tgaatgtagt gaa 23 



<210> 120 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 120 

gtgtagtggc acgatcatag ctt 23 



<210> 121 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 121 

gggaccaaac agaccaaaga 20 



<210> 122 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 122 

caccccacag agcctgtatt 20 

37/55 



WO 2005/080570 



PCT/JP2004/012455 



<210> 123 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 123 

cggaaaggca ctatttcaca at 22 



<210> 124 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 124 

acaggcccac aggtttgtaa c 21 



<210> 125 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 125 

aagctcttca gctgcgtctc 20 



<210> 126 
<211> 20 
<212> DNA 



38/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 
<400> 126 

cctcctcctt ttcagctgtg 20 



<210> 127 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 127 

tctggaaccc taaaagtgtc gt 22 



<210> 128 

<211> 23 

<212> DNA ■ 

<213> Artificial 

<220> 

<223> synthesized 

<400> 128 

tctttcaaca tctctccacc eta 23 



<210> 129 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



39/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 129 

agatacctgg agaacgggaa g 21 



<210> 130 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 130 

ggaagtaaga agttgcagct cag 23 



<210> 131 

<211> 18 

<2 1 2> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 131 

attaggtttc acccaaag 18 



<210> 132 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 132 

agacgagact tgttttctc 19 

40/55 



WO 2005/080570 



PCT/JP2004/012455 



<210> 133 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 133 

cagggacttg gtcacaggtt 20 



<210> 134 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 134 

ttcttctccc tccccttgat 20 



<210> 135 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 135 

gattacatcg ccctgaacga g 21 



<210> 136 
<211> 22 
<212> DNA 



41/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 

<400> 136 

tccatcaacc tctcatagca aa 22 

<210> 137 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 137 

gtaagatccg cagacgtaag g 21 



<210> 138 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 138 

ctgaagtcag cctctgtaac etc 23 



<210> 139 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



42/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 139 

actgacccca cttcttgtgg 20 



<210> 140 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 140 

acccttccct gttgctgtc 19 



<210> 141 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 141 

tcaaagtatt tagctgactc gcc 23 



<210> 142 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 142 

tagtcactcc aggtttatgg agg 23 

43/55 



WO 2005/080570 



<210> 143 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 143 

gggaacttga attcgtatcc ate 

<210> 144 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 144 

ctgaatctca aacctggaga gtg 

<210> 145 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 145 

gatcatcttt cctgttccag ag 



PCT/JP2004/012455 



* 



23 



23 



<210> 146 
<211> 22 
<212> DNA 



44/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 
<400> 146 

ctggaaggtt ctcaggtctt ta 22 



<210> 147 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 147 

gtacgaccag gctgagaagc 20 



<210> 148 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 148 

atcttcgggg ctatccaact 20 



<210> 149 

<2U> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



45/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 149 

tcagccacga tgagatgttc 20 



<210> 150 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 150 

tgtggatgac aagcagaagc 20 



<210> 151 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 151 

accttaggag ggcagttggt 20 



<210> 152 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 152 

aggggtcaca ccttgaacag 20 



46/55 



WO 2005/080570 



PCT/JP2004/012455 



<210> 153 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 153 

gcatcctacc accaactcgt 20 



<210> 154 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 154 

gcagcatcac cagacttcaa 20 



<210> 155 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 155 

acaaacccga tatggctgag 20 



<210> 156 
<211> 20 
<212> DNA 



47/55 



WO 2005/080570 



PCT/JP2004/012455 



<213> Artificial 
<220> 

<223> synthesized 

<400> 156 

gccaatgctt gtggaatgta 20 

<210> 157 

<2 1 1 > 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 157 

tcggaccata atccaagtta cc 22 



<210> 158 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 158 

taacccgaga atacaccatc aac 23 



<210> 159 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 



48/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 159 

atggttttat tgacggcaga ag 22 



<210> 160 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 160 

ggaaggtgaa ggtcggagt 19 



<210> 161 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 161 

tgggtggaat catattggaa 20 



<210> 162 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 162 

cctccaactg ctcctactcg . 20 

49/55 



WO 2005/080570 



PCT/JP2004/012455 



<210> 163 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 163 

tcgaagcctc tgtgtccttt 20 



<210> 164 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 164 

gaagttgtgg agggacgtgt 20 



<210> 165 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 165 

gacttccagc agcttccatc 20 



<210> 166 
<211> 20 
<212> DNA 



50/55 



WO 2005/080570 PCT/JP2004/012455 

<213> Artificial 
<220> 

<223> synthesized 
<400> 166 

catgtactga gcaggceaga 20 



<210> 167 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 167 

aagatcttgg cagcgtttgt 20 



<210> 168 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 
<400> 168 

ttgtgattga ggacgagcag 20 



<210> 169 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthesized 



51/55 



WO 2005/080570 



PCT/JP2004/012455 



<400> 169 

aatggtttcc cgctctaggt 20 



<210> 170 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 170 

ctcctgagac caaggctgtc 20 



<210> 171 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 171 

tgaaggtctc ggacaaatcc 20 



<210> 172 

<211> 20 

<212> DNA. 

<213> Artificial 

<220> 

<223> synthesized 

<400> 172 

ggaacgcctg tcagttgatt 20 



52/55 



WO 2005/080570 



PCT/JP2004/012455 



<210> 173 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 173 

ctcaaagcaa gcattggtga 20 



<210> 174 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 174 

tctgttcgct caggtccttt 20 



<210> 175 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 175 

tggtgtggtc agcttcagag 20 



<210> 176 
<211> 22 
<212> DNA 
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<220> 

<223> synthesized 
<400> 176 

aaaaatggcc tgagttaagt gt 22 

<210> 177 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
<400> 177 

tcctcaattt ccctgtgttt g 21 



<210> 178 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 178 

tgcacactaa cagcatgacg 20 



<210> 179 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 
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<400> 179 

gaatttcttt cctctgcctg a 21 



<210> 180 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 180 

gggataaacc agacaagtag gc 22 



<210> 181 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthesized 

<400> 181 

ggacatgagc atggacatca 20 
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